
Pancreatic stellate cells
Fibroblasts
Hepatic stellate cells
Endothelial cells
Mesangial cells
Pericytes
Stromal cells
Müller cells
Vascular smooth muscle cells
Meningeal cells
B cells
Plasma cells
B cells naive
B cells memory
Plasmacytoid dendritic cells
Acinar cells
Adipocyte progenitor cells
Adipocytes
Adrenergic neurons
Airway epithelial cells
Macrophages
Monocytes
Kupffer cells
Platelets
Osteoclasts
Neutrophils
Dendritic cells
Microglia
Proximal tubule cells
Clara cells
Airway goblet cells
Cholangiocytes
Oligodendrocytes
Nuocytes
Satellite glial cells
Goblet cells
Melanocytes
Neural stem/precursor cells
Trophoblast progenitor cells
Pulmonary alveolar type II cells
Ependymal cells
Erythroid−like and erythroid precursor cells
T cells
Ductal cells
Mammary epithelial cells
Natural killer T cells
Luminal epithelial cells
Basal cells
Tanycytes
Podocytes
Enteroendocrine cells
Neurons
Cardiomyocytes
Enterochromaffin cells
GABAergic neurons
Keratinocytes
Loop of Henle cells
Epithelial cells
Microfold cells
Chondrocytes
Leydig cells
Peritubular myoid cells
Paneth cells
Gamma delta T cells
Schwann cells
Spermatocytes
Chromaffin cells
Trophoblast cells
Myoblasts
Beta cells
Gastric chief cells
Retinal progenitor cells
Pancreatic progenitor cells
Crypt cells
Transient cells
Ciliated cells
Trigeminal neurons
Retinal ganglion cells
Smooth muscle cells
Enterocytes
Undefined placental cells
Pyramidal cells
Distal tubule cells
Purkinje neurons
Osteoblasts
Interneurons
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HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION

HALLMARK_MYOGENESIS

HALLMARK_COAGULATION

HALLMARK_UV_RESPONSE_DN

HALLMARK_ANGIOGENESIS

HALLMARK_APOPTOSIS

HALLMARK_KRAS_SIGNALING_UP

HALLMARK_TGF_BETA_SIGNALING

HALLMARK_ADIPOGENESIS

HALLMARK_APICAL_JUNCTION

HALLMARK_ALLOGRAFT_REJECTION

HALLMARK_ANDROGEN_RESPONSE

HALLMARK_APICAL_SURFACE

HALLMARK_BILE_ACID_METABOLISM

HALLMARK_CHOLESTEROL_HOMEOSTASIS

HALLMARK_COMPLEMENT

HALLMARK_HYPOXIA

HALLMARK_INFLAMMATORY_RESPONSE

HALLMARK_MTORC1_SIGNALING

HALLMARK_P53_PATHWAY

HALLMARK_IL6_JAK_STAT3_SIGNALING

HALLMARK_XENOBIOTIC_METABOLISM

HALLMARK_INTERFERON_ALPHA_RESPONSE

HALLMARK_ESTROGEN_RESPONSE_LATE

HALLMARK_INTERFERON_GAMMA_RESPONSE

HALLMARK_KRAS_SIGNALING_DN

HALLMARK_TNFA_SIGNALING_VIA_NFKB

HALLMARK_UNFOLDED_PROTEIN_RESPONSE

HALLMARK_DNA_REPAIR

HALLMARK_IL2_STAT5_SIGNALING

HALLMARK_UV_RESPONSE_UP

HALLMARK_ESTROGEN_RESPONSE_EARLY

HALLMARK_GLYCOLYSIS

HALLMARK_PI3K_AKT_MTOR_SIGNALING

HALLMARK_MYC_TARGETS_V2

HALLMARK_E2F_TARGETS

HALLMARK_HEME_METABOLISM

HALLMARK_MYC_TARGETS_V1

HALLMARK_PEROXISOME

HALLMARK_WNT_BETA_CATENIN_SIGNALING
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GO_EXTRACELLULAR_STRUCTURE_ORGANIZATION
GO_VASCULATURE_DEVELOPMENT
GO_CIRCULATORY_SYSTEM_DEVELOPMENT
GO_ANATOMICAL_STRUCTURE_FORMATION_INVOLVED_IN_MORPHOGENESIS
GO_COLLAGEN_FIBRIL_ORGANIZATION
GO_BLOOD_VESSEL_MORPHOGENESIS
GO_TUBE_MORPHOGENESIS
GO_COLLAGEN_METABOLIC_PROCESS
GO_CELLULAR_RESPONSE_TO_ACID_CHEMICAL
GO_TUBE_DEVELOPMENT
GO_PHAGOCYTOSIS_RECOGNITION
GO_B_CELL_RECEPTOR_SIGNALING_PATHWAY
GO_MEMBRANE_INVAGINATION
GO_POSITIVE_REGULATION_OF_B_CELL_ACTIVATION
GO_HUMORAL_IMMUNE_RESPONSE_MEDIATED_BY_CIRCULATING_IMMUNOGLOBULIN
GO_COMPLEMENT_ACTIVATION
GO_REGULATION_OF_B_CELL_ACTIVATION
GO_DEFENSE_RESPONSE_TO_BACTERIUM
GO_CELL_RECOGNITION
GO_HUMORAL_IMMUNE_RESPONSE
GO_MYELOID_LEUKOCYTE_ACTIVATION
GO_LEUKOCYTE_MEDIATED_IMMUNITY
GO_IMMUNE_EFFECTOR_PROCESS
GO_MYELOID_LEUKOCYTE_MEDIATED_IMMUNITY
GO_CELL_ACTIVATION
GO_SECRETION
GO_CELL_ACTIVATION_INVOLVED_IN_IMMUNE_RESPONSE
GO_EXOCYTOSIS
GO_INFLAMMATORY_RESPONSE
GO_DEFENSE_RESPONSE
GO_CIRCADIAN_SLEEP_WAKE_CYCLE_SLEEP
GO_NEGATIVE_REGULATION_OF_GLYCOPROTEIN_METABOLIC_PROCESS
GO_CIRCADIAN_SLEEP_WAKE_CYCLE
GO_ANTIMICROBIAL_HUMORAL_RESPONSE
GO_RESPONSE_TO_ESTRADIOL
GO_RESPONSE_TO_LIPID
GO_SLEEP
GO_RESPONSE_TO_ORGANIC_CYCLIC_COMPOUND
GO_REGULATION_OF_COLLAGEN_METABOLIC_PROCESS
GO_RESPONSE_TO_TYPE_I_INTERFERON
GO_DEFENSE_RESPONSE_TO_VIRUS
GO_RESPONSE_TO_VIRUS
GO_CYTOKINE_MEDIATED_SIGNALING_PATHWAY
GO_INNATE_IMMUNE_RESPONSE
GO_RESPONSE_TO_CYTOKINE
GO_RESPONSE_TO_BIOTIC_STIMULUS
GO_DEFENSE_RESPONSE_TO_OTHER_ORGANISM
GO_REGULATION_OF_VIRAL_LIFE_CYCLE
GO_POSITIVE_REGULATION_OF_NUCLEOBASE_CONTAINING_COMPOUND_METABOLIC_PROCESS
GO_POSITIVE_REGULATION_OF_TRANSCRIPTION_BY_RNA_POLYMERASE_II
GO_POSITIVE_REGULATION_OF_CELLULAR_BIOSYNTHETIC_PROCESS
GO_RESPONSE_TO_HORMONE
GO_RESPONSE_TO_OXYGEN_CONTAINING_COMPOUND
GO_POSITIVE_REGULATION_OF_RNA_BIOSYNTHETIC_PROCESS
GO_RESPONSE_TO_ENDOGENOUS_STIMULUS
GO_SKELETAL_MUSCLE_CELL_DIFFERENTIATION
GO_REGULATION_OF_NUCLEAR_TRANSCRIBED_MRNA_CATABOLIC_PROCESS_DEADENYLATION_DEPENDENT_DECAY
GO_RESPONSE_TO_CORTICOSTEROID
GO_TYPE_B_PANCREATIC_CELL_PROLIFERATION
GO_NEGATIVE_REGULATION_OF_CELL_POPULATION_PROLIFERATION
GO_MULTI_MULTICELLULAR_ORGANISM_PROCESS
GO_RESPONSE_TO_OXYGEN_LEVELS
GO_REGULATION_OF_CELL_POPULATION_PROLIFERATION
GO_APOPTOTIC_SIGNALING_PATHWAY
GO_CREATINE_METABOLIC_PROCESS
GO_INTRINSIC_APOPTOTIC_SIGNALING_PATHWAY
GO_APOPTOTIC_PROCESS
GO_VASCULAR_ASSOCIATED_SMOOTH_MUSCLE_CELL_DEVELOPMENT
GO_RESPONSE_TO_BACTERIUM
GO_REGULATION_OF_NUCLEASE_ACTIVITY
GO_NEGATIVE_REGULATION_OF_PRODUCTION_OF_MOLECULAR_MEDIATOR_OF_IMMUNE_RESPONSE
GO_REGENERATION
GO_COLLAGEN_CATABOLIC_PROCESS
GO_CELLULAR_COMPONENT_DISASSEMBLY
GO_NEURON_PROJECTION_REGENERATION
GO_MATERNAL_PROCESS_INVOLVED_IN_FEMALE_PREGNANCY
GO_TAXIS
GO_RESPONSE_TO_AXON_INJURY
GO_OXYGEN_TRANSPORT
GO_GAS_TRANSPORT
GO_HYDROGEN_PEROXIDE_CATABOLIC_PROCESS
GO_BICARBONATE_TRANSPORT
GO_PEPTIDE_BIOSYNTHETIC_PROCESS
GO_HYDROGEN_PEROXIDE_METABOLIC_PROCESS
GO_RNA_STABILIZATION
GO_AMIDE_BIOSYNTHETIC_PROCESS
GO_PEPTIDE_METABOLIC_PROCESS
GO_NEGATIVE_REGULATION_OF_RNA_CATABOLIC_PROCESS
GO_POSITIVE_REGULATION_OF_CHROMATIN_ORGANIZATION
GO_REGULATION_OF_HISTONE_MODIFICATION
GO_POSITIVE_REGULATION_OF_HISTONE_METHYLATION
GO_THYMUS_DEVELOPMENT
GO_OOCYTE_DIFFERENTIATION
GO_POSITIVE_REGULATION_OF_CHROMOSOME_ORGANIZATION
GO_HISTONE_H3_K4_METHYLATION
GO_REGULATION_OF_CHROMATIN_ORGANIZATION
GO_ADHERENS_JUNCTION_ORGANIZATION
GO_REGULATION_OF_HISTONE_METHYLATION
GO_MOTILE_CILIUM_ASSEMBLY
GO_AXONEME_ASSEMBLY
GO_MICROTUBULE_BUNDLE_FORMATION
GO_CELLULAR_RESPONSE_TO_FRUCTOSE_STIMULUS
GO_HEAT_ACCLIMATION
GO_POSITIVE_REGULATION_OF_MICROTUBULE_NUCLEATION
GO_METANEPHRIC_PART_OF_URETERIC_BUD_DEVELOPMENT
GO_REGULATION_OF_CARDIAC_MUSCLE_TISSUE_REGENERATION
GO_REGULATION_OF_NUCLEOTIDE_BINDING_OLIGOMERIZATION_DOMAIN_CONTAINING_2_SIGNALING_PATHWAY
GO_DISTAL_CONVOLUTED_TUBULE_DEVELOPMENT
GO_METANEPHRIC_DISTAL_TUBULE_DEVELOPMENT
GO_POSITIVE_REGULATION_OF_AXON_GUIDANCE
GO_METANEPHRIC_COLLECTING_DUCT_DEVELOPMENT
GO_SHORT_TERM_MEMORY
GO_DISTAL_TUBULE_DEVELOPMENT
GO_EMBRYONIC_BRAIN_DEVELOPMENT
GO_REGULATION_OF_POSTSYNAPTIC_CYTOSOLIC_CALCIUM_ION_CONCENTRATION
GO_COLLECTING_DUCT_DEVELOPMENT
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KEGG_ECM_RECEPTOR_INTERACTION
KEGG_FOCAL_ADHESION
KEGG_PATHWAYS_IN_CANCER
KEGG_SMALL_CELL_LUNG_CANCER
KEGG_COMPLEMENT_AND_COAGULATION_CASCADES
KEGG_TGF_BETA_SIGNALING_PATHWAY
KEGG_LEUKOCYTE_TRANSENDOTHELIAL_MIGRATION
KEGG_ETHER_LIPID_METABOLISM
KEGG_REGULATION_OF_ACTIN_CYTOSKELETON
KEGG_BLADDER_CANCER
KEGG_ABC_TRANSPORTERS
KEGG_ACUTE_MYELOID_LEUKEMIA
KEGG_ADHERENS_JUNCTION
KEGG_ADIPOCYTOKINE_SIGNALING_PATHWAY
KEGG_ALANINE_ASPARTATE_AND_GLUTAMATE_METABOLISM
KEGG_ALDOSTERONE_REGULATED_SODIUM_REABSORPTION
KEGG_ALLOGRAFT_REJECTION
KEGG_ALPHA_LINOLENIC_ACID_METABOLISM
KEGG_ALZHEIMERS_DISEASE
KEGG_AMINO_SUGAR_AND_NUCLEOTIDE_SUGAR_METABOLISM
KEGG_LYSOSOME
KEGG_PRION_DISEASES
KEGG_NATURAL_KILLER_CELL_MEDIATED_CYTOTOXICITY
KEGG_SYSTEMIC_LUPUS_ERYTHEMATOSUS
KEGG_ANTIGEN_PROCESSING_AND_PRESENTATION
KEGG_TOLL_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_LEISHMANIA_INFECTION
KEGG_HEMATOPOIETIC_CELL_LINEAGE
KEGG_ARACHIDONIC_ACID_METABOLISM
KEGG_RIG_I_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_TRYPTOPHAN_METABOLISM
KEGG_GRAFT_VERSUS_HOST_DISEASE
KEGG_TYPE_I_DIABETES_MELLITUS
KEGG_PROTEASOME
KEGG_AUTOIMMUNE_THYROID_DISEASE
KEGG_CYTOSOLIC_DNA_SENSING_PATHWAY
KEGG_VIRAL_MYOCARDITIS
KEGG_MAPK_SIGNALING_PATHWAY
KEGG_NOD_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_T_CELL_RECEPTOR_SIGNALING_PATHWAY
KEGG_CHEMOKINE_SIGNALING_PATHWAY
KEGG_B_CELL_RECEPTOR_SIGNALING_PATHWAY
KEGG_CYTOKINE_CYTOKINE_RECEPTOR_INTERACTION
KEGG_MTOR_SIGNALING_PATHWAY
KEGG_RENAL_CELL_CARCINOMA
KEGG_ARGININE_AND_PROLINE_METABOLISM
KEGG_BASAL_CELL_CARCINOMA
KEGG_PANCREATIC_CANCER
KEGG_VEGF_SIGNALING_PATHWAY
KEGG_MELANOGENESIS
KEGG_CELL_ADHESION_MOLECULES_CAMS
KEGG_EPITHELIAL_CELL_SIGNALING_IN_HELICOBACTER_PYLORI_INFECTION
KEGG_RNA_DEGRADATION
KEGG_PPAR_SIGNALING_PATHWAY
KEGG_SPLICEOSOME
KEGG_WNT_SIGNALING_PATHWAY
KEGG_GLYCEROPHOSPHOLIPID_METABOLISM
KEGG_LINOLEIC_ACID_METABOLISM
KEGG_THYROID_CANCER
KEGG_PORPHYRIN_AND_CHLOROPHYLL_METABOLISM
KEGG_GLYCEROLIPID_METABOLISM
KEGG_ENDOMETRIAL_CANCER
KEGG_PATHOGENIC_ESCHERICHIA_COLI_INFECTION
KEGG_COLORECTAL_CANCER
KEGG_PROXIMAL_TUBULE_BICARBONATE_RECLAMATION
KEGG_CITRATE_CYCLE_TCA_CYCLE
KEGG_PYRUVATE_METABOLISM
KEGG_GLYCOLYSIS_GLUCONEOGENESIS
KEGG_GLIOMA
KEGG_P53_SIGNALING_PATHWAY
KEGG_GAP_JUNCTION
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REACTOME_EXTRACELLULAR_MATRIX_ORGANIZATION
REACTOME_DEGRADATION_OF_THE_EXTRACELLULAR_MATRIX
REACTOME_ECM_PROTEOGLYCANS
REACTOME_COLLAGEN_DEGRADATION
REACTOME_INTEGRIN_CELL_SURFACE_INTERACTIONS
REACTOME_ASSEMBLY_OF_COLLAGEN_FIBRILS_AND_OTHER_MULTIMERIC_STRUCTURES
REACTOME_COLLAGEN_CHAIN_TRIMERIZATION
REACTOME_COLLAGEN_FORMATION
REACTOME_COLLAGEN_BIOSYNTHESIS_AND_MODIFYING_ENZYMES
REACTOME_SIGNALING_BY_PDGF
REACTOME_FCGR_ACTIVATION
REACTOME_SCAVENGING_OF_HEME_FROM_PLASMA
REACTOME_CREATION_OF_C4_AND_C2_ACTIVATORS
REACTOME_INITIAL_TRIGGERING_OF_COMPLEMENT
REACTOME_ROLE_OF_PHOSPHOLIPIDS_IN_PHAGOCYTOSIS
REACTOME_CELL_SURFACE_INTERACTIONS_AT_THE_VASCULAR_WALL
REACTOME_FCGR3A_MEDIATED_IL10_SYNTHESIS
REACTOME_BINDING_AND_UPTAKE_OF_LIGANDS_BY_SCAVENGER_RECEPTORS
REACTOME_COMPLEMENT_CASCADE
REACTOME_PARASITE_INFECTION
REACTOME_INNATE_IMMUNE_SYSTEM
REACTOME_NEUTROPHIL_DEGRANULATION
REACTOME_INTERLEUKIN_4_AND_INTERLEUKIN_13_SIGNALING
REACTOME_MHC_CLASS_II_ANTIGEN_PRESENTATION
REACTOME_ADAPTIVE_IMMUNE_SYSTEM
REACTOME_TOLL_LIKE_RECEPTOR_CASCADES
REACTOME_AMYLOID_FIBER_FORMATION
REACTOME_RUNX3_REGULATES_YAP1_MEDIATED_TRANSCRIPTION
REACTOME_TERMINAL_PATHWAY_OF_COMPLEMENT
REACTOME_REGULATION_OF_FOXO_TRANSCRIPTIONAL_ACTIVITY_BY_ACETYLATION
REACTOME_SYNTHESIS_OF_PROSTAGLANDINS_PG_AND_THROMBOXANES_TX_
REACTOME_THE_NLRP3_INFLAMMASOME
REACTOME_YAP1_AND_WWTR1_TAZ_STIMULATED_GENE_EXPRESSION
REACTOME_DEFECTIVE_GALNT3_CAUSES_FAMILIAL_HYPERPHOSPHATEMIC_TUMORAL_CALCINOSIS_HFTC_
REACTOME_INTERFERON_ALPHA_BETA_SIGNALING
REACTOME_INTERFERON_SIGNALING
REACTOME_CYTOKINE_SIGNALING_IN_IMMUNE_SYSTEM
REACTOME_ANTIVIRAL_MECHANISM_BY_IFN_STIMULATED_GENES
REACTOME_OAS_ANTIVIRAL_RESPONSE
REACTOME_INTERFERON_GAMMA_SIGNALING
REACTOME_NEGATIVE_REGULATORS_OF_DDX58_IFIH1_SIGNALING
REACTOME_UB_SPECIFIC_PROCESSING_PROTEASES
REACTOME_DDX58_IFIH1_MEDIATED_INDUCTION_OF_INTERFERON_ALPHA_BETA
REACTOME_ANTIGEN_PROCESSING_CROSS_PRESENTATION
REACTOME_NGF_STIMULATED_TRANSCRIPTION
REACTOME_NUCLEAR_EVENTS_KINASE_AND_TRANSCRIPTION_FACTOR_ACTIVATION_
REACTOME_SIGNALING_BY_NTRKS
REACTOME_SIGNALING_BY_INTERLEUKINS
REACTOME_RESPONSE_OF_EIF2AK1_HRI_TO_HEME_DEFICIENCY
REACTOME_TP53_REGULATES_TRANSCRIPTION_OF_ADDITIONAL_CELL_CYCLE_GENES_WHOSE_EXACT_ROLE_IN_THE_P53_PATHWAY_REMAIN_UNCERTAIN
REACTOME_SIGNALING_BY_RECEPTOR_TYROSINE_KINASES
REACTOME_ESTROGEN_DEPENDENT_GENE_EXPRESSION
REACTOME_CREATINE_METABOLISM
REACTOME_REGULATION_OF_INSULIN_LIKE_GROWTH_FACTOR_IGF_TRANSPORT_AND_UPTAKE_BY_INSULIN_LIKE_GROWTH_FACTOR_BINDING_PROTEINS_IGFBPS_
REACTOME_CLASS_B_2_SECRETIN_FAMILY_RECEPTORS_
REACTOME_RESPONSE_OF_EIF2AK4_GCN2_TO_AMINO_ACID_DEFICIENCY
REACTOME_RUNX1_REGULATES_TRANSCRIPTION_OF_GENES_INVOLVED_IN_DIFFERENTIATION_OF_MYELOID_CELLS
REACTOME_SIGNALING_BY_VEGF
REACTOME_MECP2_REGULATES_TRANSCRIPTION_OF_NEURONAL_LIGANDS
REACTOME_RNF_MUTANTS_SHOW_ENHANCED_WNT_SIGNALING_AND_PROLIFERATION
REACTOME_VEGF_LIGAND_RECEPTOR_INTERACTIONS
REACTOME_INTERLEUKIN_10_SIGNALING
REACTOME_ALTERNATIVE_COMPLEMENT_ACTIVATION
REACTOME_CHEMOKINE_RECEPTORS_BIND_CHEMOKINES
REACTOME_ACTIVATION_OF_C3_AND_C5
REACTOME_PEPTIDE_LIGAND_BINDING_RECEPTORS
REACTOME_HDL_CLEARANCE
REACTOME_PROTON_COUPLED_MONOCARBOXYLATE_TRANSPORT
REACTOME_SCAVENGING_BY_CLASS_B_RECEPTORS
REACTOME_HDL_ASSEMBLY
REACTOME_RELEASE_OF_HH_NP_FROM_THE_SECRETING_CELL
REACTOME_DISORDERS_OF_TRANSMEMBRANE_TRANSPORTERS
REACTOME_CHYLOMICRON_ASSEMBLY
REACTOME_CHYLOMICRON_REMODELING
REACTOME_ERYTHROCYTES_TAKE_UP_OXYGEN_AND_RELEASE_CARBON_DIOXIDE
REACTOME_ERYTHROCYTES_TAKE_UP_CARBON_DIOXIDE_AND_RELEASE_OXYGEN
REACTOME_CHAPERONE_MEDIATED_AUTOPHAGY
REACTOME_TRANSLATION
REACTOME_EUKARYOTIC_TRANSLATION_ELONGATION
REACTOME_AUTOPHAGY
REACTOME_NONCANONICAL_ACTIVATION_OF_NOTCH3
REACTOME_SHC_RELATED_EVENTS_TRIGGERED_BY_IGF1R
REACTOME_LRR_FLII_INTERACTING_PROTEIN_1_LRRFIP1_ACTIVATES_TYPE_I_IFN_PRODUCTION
REACTOME_ACYL_CHAIN_REMODELING_OF_CL
REACTOME_BINDING_OF_TCF_LEF_CTNNB1_TO_TARGET_GENE_PROMOTERS
REACTOME_RUNX3_REGULATES_WNT_SIGNALING
REACTOME_SYNTHESIS_OF_EPOXY_EET_AND_DIHYDROXYEICOSATRIENOIC_ACIDS_DHET_
REACTOME_INLA_MEDIATED_ENTRY_OF_LISTERIA_MONOCYTOGENES_INTO_HOST_CELLS
REACTOME_APOPTOTIC_CLEAVAGE_OF_CELL_ADHESION_PROTEINS
REACTOME_HATS_ACETYLATE_HISTONES
REACTOME_FATTY_ACIDS
REACTOME_PHOSPHORYLATION_SITE_MUTANTS_OF_CTNNB1_ARE_NOT_TARGETED_TO_THE_PROTEASOME_BY_THE_DESTRUCTION_COMPLEX
REACTOME_FOXO_MEDIATED_TRANSCRIPTION
REACTOME_ABACAVIR_METABOLISM
REACTOME_NR1H2_NR1H3_REGULATE_GENE_EXPRESSION_LINKED_TO_GLUCONEOGENESIS_
REACTOME_TFAP2_AP_2_FAMILY_REGULATES_TRANSCRIPTION_OF_CELL_CYCLE_FACTORS
REACTOME_RUNX3_REGULATES_CDKN1A_TRANSCRIPTION
REACTOME_ABACAVIR_TRANSPORT_AND_METABOLISM
REACTOME_DISSOLUTION_OF_FIBRIN_CLOT
REACTOME_AKT_PHOSPHORYLATES_TARGETS_IN_THE_CYTOSOL
REACTOME_TP53_REGULATES_TRANSCRIPTION_OF_GENES_INVOLVED_IN_G1_CELL_CYCLE_ARREST
REACTOME_ABERRANT_REGULATION_OF_MITOTIC_G1_S_TRANSITION_IN_CANCER_DUE_TO_RB1_DEFECTS
REACTOME_COPI_MEDIATED_ANTEROGRADE_TRANSPORT
REACTOME_ER_TO_GOLGI_ANTEROGRADE_TRANSPORT
REACTOME_TRANSPORT_TO_THE_GOLGI_AND_SUBSEQUENT_MODIFICATION
REACTOME_INTRA_GOLGI_AND_RETROGRADE_GOLGI_TO_ER_TRAFFIC
REACTOME_ASPARAGINE_N_LINKED_GLYCOSYLATION
REACTOME_TRANSPORT_OF_CONNEXONS_TO_THE_PLASMA_MEMBRANE
REACTOME_POST_CHAPERONIN_TUBULIN_FOLDING_PATHWAY
REACTOME_FORMATION_OF_TUBULIN_FOLDING_INTERMEDIATES_BY_CCT_TRIC
REACTOME_ACTIVATION_OF_AMPK_DOWNSTREAM_OF_NMDARS
REACTOME_RHO_GTPASES_ACTIVATE_IQGAPS
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