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Fibroblasts

Hepatic stellate cells
Pancreatic stellate cells
Myofibroblasts

Mesangial cells

Pericytes

Osteoblasts

Smooth muscle cells
Meningeal cells
Myoepithelial cells
Luminal epithelial cells
Miiller cells

Embryonic stem cells
Hematopoietic stem cells
Retinal progenitor cells
Crypt cells

Principal cells

Gamma delta T cells
Neural stem/precursor cells
Podocytes .
Pancreatic progenitor cells
Thymocytes

Transient cells

Paneth cells

Basal cells

Chondrocytes
Cardiomyocytes

Platelets

Ductal cells

Natural killer T cells
Cholangiocytes

Microglia

Decidual cells
Hepatoc?/tes i
Peritubular myoid cells
Acinar cells

Endothelial cells

Glomus cells

Stromal cells,

Bergmann glia
Megakaryocytes
Baso[phlls

B cells

Plasma cells »
Plasmacytoid dendritic cells 20
B cells naive

B cells memory 15
Adipocyte progenitor cells

Adipocytes

Adrenergic neurons 10
Airway epithelial cells

Mammary epithelial cells 5
Osteoclasts

Salivary mucous cells

Merkel cells 0
Hepatoblasts

NK cells

Monocytes

T cells

Macrophages

Myeloid-derived suppressor cells
Epithelial cells

Kupffer cells

Airway goblet cells

Sertoli cells

Astrocytes

MP/O‘:%’ es

Olffactory epithelial cells
Sebocytes

Trophoblast cells

Pulmonary alveolar type | cells
Goblet cells

Pyramidal cells

Distal tubule cells

Satellite cells

Anterior pituitary gland cells
Endothelial cells (aorta)
Airway smooth muscle cells
Alpha’cells

Langerhans cells

Epiblast cells

Epsilon cells

Neurons

lonocytes

Urothelial cells

Pvalue(-log10)
25
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HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
HALLMARK_COAGULATION
HALLMARK_ANGIOGENESIS

HALLMARK_MYOGENESIS
HALLMARK_UV_RESPONSE_DN
HALLMARK_APOPTOSIS
HALLMARK_INTERFERON_GAMMA_RESPONSE
HALLMARK_INTERFERON_ALPHA_RESPONSE
HALLMARK_APICAL_JUNCTION
HALLMARK_COMPLEMENT
HALLMARK_PROTEIN_SECRETION
HALLMARK_ANDROGEN_RESPONSE
HALLMARK_NOTCH_SIGNALING
HALLMARK_MITOTIC_SPINDLE
HALLMARK_G2M_CHECKPOINT
HALLMARK_REACTIVE_OXYGEN_SPECIES_PATHWAY
HALLMARK_PEROXISOME
HALLMARK_PI3K_AKT_MTOR_SIGNALING
HALLMARK_UNFOLDED_PROTEIN_RESPONSE
HALLMARK_APICAL_SURFACE
HALLMARK_WNT_BETA_CATENIN_SIGNALING
HALLMARK_TGF_BETA_SIGNALING
HALLMARK_CHOLESTEROL_HOMEOSTASIS
HALLMARK_IL6_JAK_STAT3_SIGNALING
HALLMARK_TNFA_SIGNALING_VIA_NFKB 20
HALLMARK_UV_RESPONSE_UP 10
HALLMARK_HYPOXIA

HALLMARK_P53_PATHWAY 0
HALLMARK_ESTROGEN_RESPONSE_EARLY
HALLMARK_ESTROGEN_RESPONSE_LATE
HALLMARK_ADIPOGENESIS
HALLMARK_KRAS_SIGNALING_UP
HALLMARK_ALLOGRAFT_REJECTION
HALLMARK_BILE_ACID_METABOLISM
HALLMARK_GLYCOLYSIS
HALLMARK_MTORC1_SIGNALING
HALLMARK_IL2_STAT5_SIGNALING
HALLMARK_INFLAMMATORY_RESPONSE
HALLMARK_HEME_METABOLISM
HALLMARK_OXIDATIVE_PHOSPHORYLATION
HALLMARK_E2F_TARGETS
HALLMARK_SPERMATOGENESIS
HALLMARK_KRAS_SIGNALING_DN
HALLMARK_MYC_TARGETS_V1

Pvalue(-log10)
30
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KEGG_ECM_RECEPTOR_INTERACTION
KEGG_FOCAL_ADHESION
KEGG_VASCULAR_SMOOTH_MUSCLE_CONTRACTION
KEGG_BLADDER_CANCER

KEGG_TGF _BETA_SIGNALING_PATHWAY
KEGG_ANTIGEN_PROCESSING_AND_PRESENTATION
KEGG_LEUKOCYTE_TRANSENDOTHELIAL_MIGRATION
KEGG_REGULATION__OF ACTIN_CYTOSKELETON
KEGG_ALLOGRAFT REJECTION

KEGG_GRAFT VERSUS HOST DISEASE
KEGG_OOCYTE_MEIOSIS

KEGG_PROTEIN_EXPORT
KEGG_MATURITY_ONSET_DIABETES_OF_THE_YOUNG
KEGG_PROPANOATE_METABOLISM
KEGG_ENDOCYTOSIS
KEGG_VALINE_LEUCINE_AND_ISOLEUCINE_DEGRADATION
KEGG_VASOPRESSIN REGULATED_WATER_REABSORPTION
KEGG_PROTEASOME
KEGG_PATHOGENIC_ESCHERICHIA_COLI_INFECTION
KEGG_ADHERENS JUNCTION
KEGG_ARRHYTHMOGENIC_RIGHT_VENTRICULAR_CARDIOMYOPATHY_ARVC
KEGG_TIGHT JUNCTION

KEGG_WNT_SIGNALING PATHWAY

KEGG_PROXIMAL, TUBULE BICARBONATE_RECLAMATION

ROID_CANCE
KEGG_MAPK SIGNALING PATHWAY
KEGG_LEISHMANIA_INFECTION
KEGG_B_CELL RECEPTOR_SIGNALING_PATHWAY
KEGG_TOLL_LIKE_RECEPTOR_SIGNALING PATHWAY
KEGG_T_CELL RECESPTSOR SIGNALING_PATHWAY

KEGG_COLORECTAL_CANCER
KEGG EPITHELIAL CELL SI NALING IN HELICOBACTER PYLORI_INFECTION
KEGG_RIG_| _LIKE R PTOR SIGNAL NG_PATHWAY
KEGG_ERBB_ SIGNALING PATHWAY
KEGG_COMPLEMENT_AND, COAGULATION CASCADES
KEGG_SMALL CELL_CUNG_CANCE

G S IN_CANCER
KEGG_ABC TRANSF’ORTERS
KEGG_ACUTE_MYELOID_LEUKEMIA
KEGG_ADIPOCYTOKINE_SIGNALING_PATHWAY
KEGG_ALANINE, ASPARTATE AND GLUTAMATE_METABOLIS|
KEGG_ALDOSTERON EGU D_SODIUM_REABSORPTI
KEGG_ALPHA LINOLENIC ACID METABOL SM
KEGG_ALZHEIMERS DISEASE 5
KEGG_AMINO_SUGAR_AND NUCLEOTIDE SUGAR_METABOL
KEGG_MTOR SIGNALING PATHW
KEGG_RENAL CELL_CARCINOM 0
KEGG_PHENYLALANINE METABOLISM
KEGG_TYROSINE_METABOLISM

ON

KEGG_GLYCOLYSIS GLUCONEOGENESIS
KEGG_CHEMOKINE_SIGNALING_PATHW,
KEGG_CYTOKINE_CYTOKINE, RECEPTOR INTERACTION
KEGG_TYPE_| DIABETES_MELLITUS
KEG STHMA

KEGG_SYSTEMIC LUPUS ERYTHEMATOSUS
KEGG_AUTOIMMUNE _THYROID_DISEASE
KEGG VIRALDIVIYOCARDITIS

E

ARKINSONS DISEASE
KEGG_OXIDATIVE PFIOSPHORYLATION
KEGG_HUNTINGTONS_DISEASE
KEGG_BASE_EXCISION REPAIR
KEGG_| REGULATION OF AUTOPHAGY

KEGG_DNA_REPLICATION
KEGG NUCLEOTIDE EXCISION REPAIR
KEGG_PROGESTERONE_MEDIATED_OOCYTE_MATURATION
KEGG PYRIMIDINE METABOLISM

KEGG ENDGMETRIAL CANCER
KEGG_AMYOTROPHIC_LATERAL_SCLEROSIS_ALS
KEGG_INOSITOL PHOSPHATE_METABOLISM ™

KEGG_NON _SMALL CELL LUNG CANCER
KEGG_LONG_TERM_DEPRESS|

KEGG_LONG_TERM_| POTENTIATION
KEGG_PANCREATIC_CANCER
KEGG_PENTOSE_AND_GLUCURONATE_INTERCONVERSIONS
KEGG_NEUROACTIVE LIGAND_RECEPTOR_INTERACTION
KEGG_O_GLYCAN_BIOSYNTHESIS
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