
Fibroblasts
Hepatic stellate cells
Pancreatic stellate cells
Myofibroblasts
Mesangial cells
Pericytes
Osteoblasts
Smooth muscle cells
Meningeal cells
Myoepithelial cells
Luminal epithelial cells
Müller cells
Embryonic stem cells
Hematopoietic stem cells
Retinal progenitor cells
Crypt cells
Principal cells
Gamma delta T cells
Neural stem/precursor cells
Podocytes
Pancreatic progenitor cells
Thymocytes
Transient cells
Paneth cells
Basal cells
Chondrocytes
Cardiomyocytes
Platelets
Ductal cells
Natural killer T cells
Cholangiocytes
Microglia
Decidual cells
Hepatocytes
Peritubular myoid cells
Acinar cells
Endothelial cells
Glomus cells
Stromal cells
Bergmann glia
Megakaryocytes
Basophils
B cells
Plasma cells
Plasmacytoid dendritic cells
B cells naive
B cells memory
Adipocyte progenitor cells
Adipocytes
Adrenergic neurons
Airway epithelial cells
Mammary epithelial cells
Osteoclasts
Salivary mucous cells
Merkel cells
Hepatoblasts
NK cells
Monocytes
T cells
Macrophages
Myeloid−derived suppressor cells
Epithelial cells
Kupffer cells
Airway goblet cells
Sertoli cells
Astrocytes
Myocytes
Olfactory epithelial cells
Sebocytes
Trophoblast cells
Pulmonary alveolar type I cells
Goblet cells
Pyramidal cells
Distal tubule cells
Satellite cells
Anterior pituitary gland cells
Endothelial cells (aorta)
Airway smooth muscle cells
Alpha cells
Langerhans cells
Epiblast cells
Epsilon cells
Neurons
Ionocytes
Urothelial cells
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HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION

HALLMARK_COAGULATION

HALLMARK_ANGIOGENESIS

HALLMARK_MYOGENESIS

HALLMARK_UV_RESPONSE_DN

HALLMARK_APOPTOSIS

HALLMARK_INTERFERON_GAMMA_RESPONSE

HALLMARK_INTERFERON_ALPHA_RESPONSE

HALLMARK_APICAL_JUNCTION

HALLMARK_COMPLEMENT

HALLMARK_PROTEIN_SECRETION

HALLMARK_ANDROGEN_RESPONSE

HALLMARK_NOTCH_SIGNALING

HALLMARK_MITOTIC_SPINDLE

HALLMARK_G2M_CHECKPOINT

HALLMARK_REACTIVE_OXYGEN_SPECIES_PATHWAY

HALLMARK_PEROXISOME

HALLMARK_PI3K_AKT_MTOR_SIGNALING

HALLMARK_UNFOLDED_PROTEIN_RESPONSE

HALLMARK_APICAL_SURFACE

HALLMARK_WNT_BETA_CATENIN_SIGNALING

HALLMARK_TGF_BETA_SIGNALING

HALLMARK_CHOLESTEROL_HOMEOSTASIS

HALLMARK_IL6_JAK_STAT3_SIGNALING

HALLMARK_TNFA_SIGNALING_VIA_NFKB

HALLMARK_UV_RESPONSE_UP

HALLMARK_HYPOXIA

HALLMARK_P53_PATHWAY

HALLMARK_ESTROGEN_RESPONSE_EARLY

HALLMARK_ESTROGEN_RESPONSE_LATE

HALLMARK_ADIPOGENESIS

HALLMARK_KRAS_SIGNALING_UP

HALLMARK_ALLOGRAFT_REJECTION

HALLMARK_BILE_ACID_METABOLISM

HALLMARK_GLYCOLYSIS

HALLMARK_MTORC1_SIGNALING

HALLMARK_IL2_STAT5_SIGNALING

HALLMARK_INFLAMMATORY_RESPONSE

HALLMARK_HEME_METABOLISM

HALLMARK_OXIDATIVE_PHOSPHORYLATION

HALLMARK_E2F_TARGETS

HALLMARK_SPERMATOGENESIS

HALLMARK_KRAS_SIGNALING_DN

HALLMARK_MYC_TARGETS_V1
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GO_EXTRACELLULAR_STRUCTURE_ORGANIZATIONGO_COLLAGEN_FIBRIL_ORGANIZATIONGO_WOUND_HEALINGGO_CELLULAR_RESPONSE_TO_ACID_CHEMICALGO_PEPTIDE_CROSS_LINKINGGO_VASCULATURE_DEVELOPMENTGO_RESPONSE_TO_WOUNDINGGO_ENDODERMAL_CELL_DIFFERENTIATIONGO_SKELETAL_SYSTEM_DEVELOPMENTGO_SUPRAMOLECULAR_FIBER_ORGANIZATIONGO_MITOTIC_CELL_CYCLEGO_NEGATIVE_REGULATION_OF_EXOCYTOSISGO_ARP2_3_COMPLEX_MEDIATED_ACTIN_NUCLEATIONGO_ENDOCRINE_PANCREAS_DEVELOPMENTGO_REGULATION_OF_DOUBLE_STRAND_BREAK_REPAIR_VIA_HOMOLOGOUS_RECOMBINATIONGO_MITOTIC_NUCLEAR_DIVISIONGO_ACTIN_NUCLEATIONGO_MITOTIC_SISTER_CHROMATID_SEGREGATIONGO_CELL_DIFFERENTIATION_INVOLVED_IN_KIDNEY_DEVELOPMENTGO_RNA_STABILIZATIONGO_ADHERENS_JUNCTION_ASSEMBLYGO_ADHERENS_JUNCTION_ORGANIZATIONGO_REGULATION_OF_PROTEIN_LOCALIZATION_TO_MEMBRANEGO_MIDBRAIN_DEVELOPMENTGO_MEMBRANE_REPOLARIZATION_DURING_ACTION_POTENTIALGO_FIBROBLAST_GROWTH_FACTOR_RECEPTOR_SIGNALING_PATHWAYGO_HEPARAN_SULFATE_PROTEOGLYCAN_METABOLIC_PROCESSGO_REGULATION_OF_PROTEIN_LOCALIZATION_TO_CELL_PERIPHERYGO_CORTICAL_ACTIN_CYTOSKELETON_ORGANIZATIONGO_PROTEIN_KINASE_A_SIGNALINGGO_POSITIVE_REGULATION_OF_NUCLEOBASE_CONTAINING_COMPOUND_METABOLIC_PROCESSGO_RESPONSE_TO_ENDOGENOUS_STIMULUSGO_RESPONSE_TO_OXYGEN_CONTAINING_COMPOUNDGO_POSITIVE_REGULATION_OF_TRANSCRIPTION_BY_RNA_POLYMERASE_IIGO_RESPONSE_TO_GROWTH_FACTORGO_POSITIVE_REGULATION_OF_RNA_BIOSYNTHETIC_PROCESSGO_RESPONSE_TO_HORMONEGO_REGULATION_OF_CELL_DEATHGO_REGULATION_OF_CELL_POPULATION_PROLIFERATIONGO_RESPONSE_TO_ORGANIC_CYCLIC_COMPOUNDGO_COLLAGEN_ACTIVATED_TYROSINE_KINASE_RECEPTOR_SIGNALING_PATHWAYGO_COLLAGEN_ACTIVATED_SIGNALING_PATHWAYGO_BLOOD_COAGULATION_INTRINSIC_PATHWAYGO_PROTEIN_ACTIVATION_CASCADEGO_PLATELET_DEGRANULATIONGO_RESPONSE_TO_CORTISOLGO_RETINAL_BLOOD_VESSEL_MORPHOGENESISGO_NEGATIVE_REGULATION_OF_COMPLEMENT_ACTIVATIONGO_RETINA_VASCULATURE_MORPHOGENESIS_IN_CAMERA_TYPE_EYEGO_PHAGOCYTOSIS_RECOGNITIONGO_B_CELL_RECEPTOR_SIGNALING_PATHWAYGO_MEMBRANE_INVAGINATIONGO_POSITIVE_REGULATION_OF_B_CELL_ACTIVATIONGO_HUMORAL_IMMUNE_RESPONSE_MEDIATED_BY_CIRCULATING_IMMUNOGLOBULINGO_DEFENSE_RESPONSE_TO_BACTERIUMGO_COMPLEMENT_ACTIVATIONGO_HUMORAL_IMMUNE_RESPONSEGO_REGULATION_OF_B_CELL_ACTIVATIONGO_CELL_RECOGNITIONGO_RESPONSE_TO_OXYGEN_LEVELSGO_RESPONSE_TO_ABIOTIC_STIMULUSGO_PLACENTA_DEVELOPMENTGO_EMBRYO_IMPLANTATIONGO_REPRODUCTIVE_SYSTEM_DEVELOPMENTGO_MULTI_MULTICELLULAR_ORGANISM_PROCESSGO_EPITHELIAL_CELL_DIFFERENTIATIONGO_CELLULAR_RESPONSE_TO_OXYGEN_LEVELSGO_POSITIVE_REGULATION_OF_ATP_BIOSYNTHETIC_PROCESSGO_POSITIVE_REGULATION_OF_ENDOTHELIAL_CELL_CHEMOTAXISGO_NEUTROPHIL_CHEMOTAXISGO_NEUTROPHIL_MIGRATIONGO_GRANULOCYTE_CHEMOTAXISGO_GRANULOCYTE_MIGRATIONGO_DEFENSE_RESPONSE_TO_OTHER_ORGANISMGO_DEFENSE_RESPONSEGO_INFLAMMATORY_RESPONSEGO_LEUKOCYTE_CHEMOTAXISGO_RESPONSE_TO_BIOTIC_STIMULUSGO_INNATE_IMMUNE_RESPONSEGO_OXYGEN_TRANSPORTGO_GAS_TRANSPORTGO_HYDROGEN_PEROXIDE_CATABOLIC_PROCESSGO_BICARBONATE_TRANSPORTGO_HYDROGEN_PEROXIDE_METABOLIC_PROCESSGO_CELLULAR_OXIDANT_DETOXIFICATIONGO_CELLULAR_RESPONSE_TO_TOXIC_SUBSTANCEGO_DETOXIFICATIONGO_RESPONSE_TO_HYDROGEN_PEROXIDEGO_RESPONSE_TO_REACTIVE_OXYGEN_SPECIESGO_REGULATION_OF_PROTEIN_POLYMERIZATIONGO_REGULATION_OF_PROTEIN_CONTAINING_COMPLEX_ASSEMBLYGO_MICROTUBULE_ORGANIZING_CENTER_LOCALIZATIONGO_DNA_REPLICATIONGO_PROTEIN_POLYMERIZATIONGO_CELL_CYCLE_G1_S_PHASE_TRANSITIONGO_REGULATION_OF_DENDRITIC_SPINE_MORPHOGENESISGO_REGULATION_OF_CYTOSKELETON_ORGANIZATIONGO_POSTSYNAPSE_ORGANIZATIONGO_REGULATION_OF_GLUTAMATE_RECEPTOR_SIGNALING_PATHWAYGO_REGULATION_OF_NEUROTRANSMITTER_RECEPTOR_ACTIVITYGO_SYNAPTIC_TRANSMISSION_GLUTAMATERGICGO_DISTAL_CONVOLUTED_TUBULE_DEVELOPMENTGO_NEGATIVE_REGULATION_OF_IMMATURE_T_CELL_PROLIFERATIONGO_NEGATIVE_REGULATION_OF_URINE_VOLUMEGO_POSITIVE_REGULATION_OF_SYNAPTIC_VESICLE_CLUSTERINGGO_TERMINAL_BUTTON_ORGANIZATIONGO_GLUTAMATE_RECEPTOR_SIGNALING_PATHWAYGO_METANEPHRIC_PART_OF_URETERIC_BUD_DEVELOPMENTGO_OTIC_VESICLE_FORMATIONGO_PRONEPHROS_DEVELOPMENTGO_NEGATIVE_REGULATION_OF_RETINOIC_ACID_RECEPTOR_SIGNALING_PATHWAYGO_OTIC_VESICLE_MORPHOGENESISGO_OTIC_VESICLE_DEVELOPMENTGO_PROTEIN_NEDDYLATIONGO_REGULATION_OF_RETINOIC_ACID_RECEPTOR_SIGNALING_PATHWAYGO_RETINOIC_ACID_RECEPTOR_SIGNALING_PATHWAYGO_EYE_PHOTORECEPTOR_CELL_DEVELOPMENTGO_POSITIVE_REGULATION_OF_UBIQUITIN_PROTEIN_TRANSFERASE_ACTIVITYGO_MITOCHONDRIAL_RNA_3_END_PROCESSINGGO_PEPTIDYL_ARGININE_METHYLATION_TO_ASYMMETRICAL_DIMETHYL_ARGININEGO_XYLULOSE_5_PHOSPHATE_METABOLIC_PROCESSGO_REGULATION_OF_SALIVA_SECRETIONGO_TRNA_3_END_PROCESSINGGO_CELLULAR_RESPONSE_TO_MURAMYL_DIPEPTIDEGO_PEPTIDYL_ARGININE_OMEGA_N_METHYLATIONGO_NEGATIVE_REGULATION_OF_CELL_CELL_ADHESION_MEDIATED_BY_CADHERINGO_HISTONE_ARGININE_METHYLATIONGO_PEPTIDYL_ARGININE_N_METHYLATIONGO_CELLULAR_RESPONSE_TO_TEMPERATURE_STIMULUSGO_THERMOCEPTIONGO_AMINO_ACID_TRANSPORTGO_MICTURITIONGO_URINARY_TRACT_SMOOTH_MUSCLE_CONTRACTIONGO_AGGRESSIVE_BEHAVIORGO_GLUTAMINE_TRANSPORTGO_FEVER_GENERATIONGO_CYTOPLASM_ORGANIZATIONGO_CELLULAR_RESPONSE_TO_ACIDIC_PH

C
O

L1
A

2

IT
M

2B

LR
R

C
75

A

N
T

S

C
O

L4
A

1

IG
K

C

S
LC

2A
1

C
X

C
L1

0

H
B

B

A
P

E
H

A
L3

54
83

6.
1

N
K

T
R

Z
N

F
75

D

G
C

N
T

4

Pvalue(−log10)

0
5
10
15
20



KEGG_ECM_RECEPTOR_INTERACTION
KEGG_FOCAL_ADHESION
KEGG_VASCULAR_SMOOTH_MUSCLE_CONTRACTION
KEGG_BLADDER_CANCER
KEGG_TGF_BETA_SIGNALING_PATHWAY
KEGG_ANTIGEN_PROCESSING_AND_PRESENTATION
KEGG_LEUKOCYTE_TRANSENDOTHELIAL_MIGRATION
KEGG_REGULATION_OF_ACTIN_CYTOSKELETON
KEGG_ALLOGRAFT_REJECTION
KEGG_GRAFT_VERSUS_HOST_DISEASE
KEGG_OOCYTE_MEIOSIS
KEGG_SPLICEOSOME
KEGG_PROTEIN_EXPORT
KEGG_MATURITY_ONSET_DIABETES_OF_THE_YOUNG
KEGG_PROPANOATE_METABOLISM
KEGG_ENDOCYTOSIS
KEGG_VALINE_LEUCINE_AND_ISOLEUCINE_DEGRADATION
KEGG_VASOPRESSIN_REGULATED_WATER_REABSORPTION
KEGG_PROTEASOME
KEGG_PATHOGENIC_ESCHERICHIA_COLI_INFECTION
KEGG_ADHERENS_JUNCTION
KEGG_ARRHYTHMOGENIC_RIGHT_VENTRICULAR_CARDIOMYOPATHY_ARVC
KEGG_TIGHT_JUNCTION
KEGG_WNT_SIGNALING_PATHWAY
KEGG_PROXIMAL_TUBULE_BICARBONATE_RECLAMATION
KEGG_THYROID_CANCER
KEGG_MAPK_SIGNALING_PATHWAY
KEGG_LEISHMANIA_INFECTION
KEGG_B_CELL_RECEPTOR_SIGNALING_PATHWAY
KEGG_TOLL_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_T_CELL_RECEPTOR_SIGNALING_PATHWAY
KEGG_PRION_DISEASES
KEGG_COLORECTAL_CANCER
KEGG_EPITHELIAL_CELL_SIGNALING_IN_HELICOBACTER_PYLORI_INFECTION
KEGG_RIG_I_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_ERBB_SIGNALING_PATHWAY
KEGG_COMPLEMENT_AND_COAGULATION_CASCADES
KEGG_SMALL_CELL_LUNG_CANCER
KEGG_PATHWAYS_IN_CANCER
KEGG_ABC_TRANSPORTERS
KEGG_ACUTE_MYELOID_LEUKEMIA
KEGG_ADIPOCYTOKINE_SIGNALING_PATHWAY
KEGG_ALANINE_ASPARTATE_AND_GLUTAMATE_METABOLISM
KEGG_ALDOSTERONE_REGULATED_SODIUM_REABSORPTION
KEGG_ALPHA_LINOLENIC_ACID_METABOLISM
KEGG_ALZHEIMERS_DISEASE
KEGG_AMINO_SUGAR_AND_NUCLEOTIDE_SUGAR_METABOLISM
KEGG_MTOR_SIGNALING_PATHWAY
KEGG_RENAL_CELL_CARCINOMA
KEGG_PHENYLALANINE_METABOLISM
KEGG_TYROSINE_METABOLISM
KEGG_RNA_DEGRADATION
KEGG_GLYCOLYSIS_GLUCONEOGENESIS
KEGG_CHEMOKINE_SIGNALING_PATHWAY
KEGG_CYTOKINE_CYTOKINE_RECEPTOR_INTERACTION
KEGG_TYPE_I_DIABETES_MELLITUS
KEGG_ASTHMA
KEGG_SYSTEMIC_LUPUS_ERYTHEMATOSUS
KEGG_AUTOIMMUNE_THYROID_DISEASE
KEGG_VIRAL_MYOCARDITIS
KEGG_RIBOSOME
KEGG_PARKINSONS_DISEASE
KEGG_OXIDATIVE_PHOSPHORYLATION
KEGG_HUNTINGTONS_DISEASE
KEGG_BASE_EXCISION_REPAIR
KEGG_REGULATION_OF_AUTOPHAGY
KEGG_DNA_REPLICATION
KEGG_NUCLEOTIDE_EXCISION_REPAIR
KEGG_PROGESTERONE_MEDIATED_OOCYTE_MATURATION
KEGG_PYRIMIDINE_METABOLISM
KEGG_CELL_CYCLE
KEGG_ENDOMETRIAL_CANCER
KEGG_AMYOTROPHIC_LATERAL_SCLEROSIS_ALS
KEGG_INOSITOL_PHOSPHATE_METABOLISM
KEGG_NON_SMALL_CELL_LUNG_CANCER
KEGG_LONG_TERM_DEPRESSION
KEGG_LONG_TERM_POTENTIATION
KEGG_PANCREATIC_CANCER
KEGG_PENTOSE_AND_GLUCURONATE_INTERCONVERSIONS
KEGG_NEUROACTIVE_LIGAND_RECEPTOR_INTERACTION
KEGG_O_GLYCAN_BIOSYNTHESIS
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REACTOME_EXTRACELLULAR_MATRIX_ORGANIZATIONREACTOME_ECM_PROTEOGLYCANSREACTOME_DEGRADATION_OF_THE_EXTRACELLULAR_MATRIXREACTOME_COLLAGEN_DEGRADATIONREACTOME_INTEGRIN_CELL_SURFACE_INTERACTIONSREACTOME_SYNDECAN_INTERACTIONSREACTOME_COLLAGEN_CHAIN_TRIMERIZATIONREACTOME_NON_INTEGRIN_MEMBRANE_ECM_INTERACTIONSREACTOME_ASSEMBLY_OF_COLLAGEN_FIBRILS_AND_OTHER_MULTIMERIC_STRUCTURESREACTOME_COLLAGEN_BIOSYNTHESIS_AND_MODIFYING_ENZYMESREACTOME_RHO_GTPASE_EFFECTORSREACTOME_SIGNALING_BY_NOTCH1_PEST_DOMAIN_MUTANTS_IN_CANCERREACTOME_DISEASES_OF_SIGNAL_TRANSDUCTION_BY_GROWTH_FACTOR_RECEPTORS_AND_SECOND_MESSENGERSREACTOME_SIGNALING_BY_NOTCH1REACTOME_CELL_CYCLE_MITOTICREACTOME_SIGNALING_BY_RHO_GTPASESREACTOME_SEPARATION_OF_SISTER_CHROMATIDSREACTOME_MITOTIC_PROMETAPHASEREACTOME_SIGNALING_BY_NOTCH2REACTOME_MITOTIC_SPINDLE_CHECKPOINTREACTOME_RHO_GTPASES_ACTIVATE_IQGAPSREACTOME_ADHERENS_JUNCTIONS_INTERACTIONSREACTOME_SIGNALING_BY_WNT_IN_CANCERREACTOME_DEACTIVATION_OF_THE_BETA_CATENIN_TRANSACTIVATING_COMPLEXREACTOME_RECYCLING_PATHWAY_OF_L1REACTOME_EPH_EPHRIN_MEDIATED_REPULSION_OF_CELLSREACTOME_CELL_CELL_JUNCTION_ORGANIZATIONREACTOME_LRR_FLII_INTERACTING_PROTEIN_1_LRRFIP1_ACTIVATES_TYPE_I_IFN_PRODUCTIONREACTOME_TRANSLOCATION_OF_SLC2A4_GLUT4_TO_THE_PLASMA_MEMBRANEREACTOME_NGF_STIMULATED_TRANSCRIPTIONREACTOME_NUCLEAR_EVENTS_KINASE_AND_TRANSCRIPTION_FACTOR_ACTIVATION_REACTOME_SIGNALING_BY_NTRKSREACTOME_CYTOKINE_SIGNALING_IN_IMMUNE_SYSTEMREACTOME_ACTIVATION_OF_THE_AP_1_FAMILY_OF_TRANSCRIPTION_FACTORSREACTOME_INTRACELLULAR_SIGNALING_BY_SECOND_MESSENGERSREACTOME_SIGNALING_BY_RECEPTOR_TYROSINE_KINASESREACTOME_TOLL_LIKE_RECEPTOR_10_TLR10_CASCADEREACTOME_ESR_MEDIATED_SIGNALINGREACTOME_TOLL_LIKE_RECEPTOR_9_TLR9_CASCADEREACTOME_ANCHORING_FIBRIL_FORMATIONREACTOME_CROSSLINKING_OF_COLLAGEN_FIBRILSREACTOME_SCAVENGING_BY_CLASS_A_RECEPTORSREACTOME_INTRINSIC_PATHWAY_OF_FIBRIN_CLOT_FORMATIONREACTOME_LAMININ_INTERACTIONSREACTOME_FORMATION_OF_FIBRIN_CLOT_CLOTTING_CASCADE_REACTOME_NCAM1_INTERACTIONSREACTOME_FCGR_ACTIVATIONREACTOME_SCAVENGING_OF_HEME_FROM_PLASMAREACTOME_CREATION_OF_C4_AND_C2_ACTIVATORSREACTOME_INITIAL_TRIGGERING_OF_COMPLEMENTREACTOME_ROLE_OF_PHOSPHOLIPIDS_IN_PHAGOCYTOSISREACTOME_FCGR3A_MEDIATED_IL10_SYNTHESISREACTOME_BINDING_AND_UPTAKE_OF_LIGANDS_BY_SCAVENGER_RECEPTORSREACTOME_COMPLEMENT_CASCADEREACTOME_PARASITE_INFECTIONREACTOME_FCGAMMA_RECEPTOR_FCGR_DEPENDENT_PHAGOCYTOSISREACTOME_REGULATION_OF_INSULIN_LIKE_GROWTH_FACTOR_IGF_TRANSPORT_AND_UPTAKE_BY_INSULIN_LIKE_GROWTH_FACTOR_BINDING_PROTEINS_IGFBPS_REACTOME_FORMATION_OF_THE_CORNIFIED_ENVELOPEREACTOME_KERATINIZATIONREACTOME_RUNX3_REGULATES_IMMUNE_RESPONSE_AND_CELL_MIGRATIONREACTOME_RNA_POLYMERASE_II_TRANSCRIPTIONREACTOME_RESPONSE_TO_ELEVATED_PLATELET_CYTOSOLIC_CA2_REACTOME_VEGF_LIGAND_RECEPTOR_INTERACTIONSREACTOME_VITAMIN_C_ASCORBATE_METABOLISMREACTOME_REGULATION_OF_FOXO_TRANSCRIPTIONAL_ACTIVITY_BY_ACETYLATIONREACTOME_INTERLEUKIN_10_SIGNALINGREACTOME_CHEMOKINE_RECEPTORS_BIND_CHEMOKINESREACTOME_INTERFERON_GAMMA_SIGNALINGREACTOME_MHC_CLASS_II_ANTIGEN_PRESENTATIONREACTOME_SIGNALING_BY_INTERLEUKINSREACTOME_PEPTIDE_LIGAND_BINDING_RECEPTORSREACTOME_INTERFERON_SIGNALINGREACTOME_ADAPTIVE_IMMUNE_SYSTEMREACTOME_ERYTHROCYTES_TAKE_UP_OXYGEN_AND_RELEASE_CARBON_DIOXIDEREACTOME_ERYTHROCYTES_TAKE_UP_CARBON_DIOXIDE_AND_RELEASE_OXYGENREACTOME_VESICLE_MEDIATED_TRANSPORTREACTOME_TRANSPORT_OF_SMALL_MOLECULESREACTOME_FORMATION_OF_ATP_BY_CHEMIOSMOTIC_COUPLINGREACTOME_CHAPERONE_MEDIATED_AUTOPHAGYREACTOME_CRISTAE_FORMATIONREACTOME_ACTIVATION_OF_MATRIX_METALLOPROTEINASESREACTOME_TERMINATION_OF_TRANSLESION_DNA_SYNTHESISREACTOME_TRANSLESION_SYNTHESIS_BY_Y_FAMILY_DNA_POLYMERASES_BYPASSES_LESIONS_ON_DNA_TEMPLATEREACTOME_DNA_DAMAGE_BYPASSREACTOME_TP53_REGULATES_TRANSCRIPTION_OF_CELL_CYCLE_GENESREACTOME_SIGNALING_BY_MST1REACTOME_DNA_REPLICATION_INITIATIONREACTOME_INACTIVATION_OF_CDC42_AND_RAC1REACTOME_RNF_MUTANTS_SHOW_ENHANCED_WNT_SIGNALING_AND_PROLIFERATIONREACTOME_SEMA4D_MEDIATED_INHIBITION_OF_CELL_ATTACHMENT_AND_MIGRATIONREACTOME_CHK1_CHK2_CDS1_MEDIATED_INACTIVATION_OF_CYCLIN_B_CDK1_COMPLEXREACTOME_GRB7_EVENTS_IN_ERBB2_SIGNALINGREACTOME_CONSTITUTIVE_SIGNALING_BY_OVEREXPRESSED_ERBB2REACTOME_DOWNREGULATION_OF_ERBB2_ERBB3_SIGNALINGREACTOME_ERBB2_ACTIVATES_PTK6_SIGNALINGREACTOME_GLUTAMATE_AND_GLUTAMINE_METABOLISMREACTOME_SYNTHESIS_OF_IP2_IP_AND_INS_IN_THE_CYTOSOLREACTOME_ERBB2_REGULATES_CELL_MOTILITYREACTOME_TFAP2_AP_2_FAMILY_REGULATES_TRANSCRIPTION_OF_GROWTH_FACTORS_AND_THEIR_RECEPTORSREACTOME_GRB2_EVENTS_IN_ERBB2_SIGNALINGREACTOME_PI3K_EVENTS_IN_ERBB2_SIGNALINGREACTOME_TNFS_BIND_THEIR_PHYSIOLOGICAL_RECEPTORSREACTOME_AURKA_ACTIVATION_BY_TPX2REACTOME_RECRUITMENT_OF_MITOTIC_CENTROSOME_PROTEINS_AND_COMPLEXESREACTOME_REGULATION_OF_PLK1_ACTIVITY_AT_G2_M_TRANSITIONREACTOME_RHO_GTPASES_ACTIVATE_PKNSREACTOME_RECRUITMENT_OF_NUMA_TO_MITOTIC_CENTROSOMESREACTOME_ANCHORING_OF_THE_BASAL_BODY_TO_THE_PLASMA_MEMBRANEREACTOME_TNFR2_NON_CANONICAL_NF_KB_PATHWAYREACTOME_MITOTIC_G2_G2_M_PHASESREACTOME_CILIUM_ASSEMBLYREACTOME_FORMATION_OF_XYLULOSE_5_PHOSPHATEREACTOME_TRNA_PROCESSING_IN_THE_MITOCHONDRIONREACTOME_SYNTHESIS_OF_PYROPHOSPHATES_IN_THE_CYTOSOLREACTOME_REGULATION_OF_SIGNALING_BY_NODALREACTOME_MECP2_REGULATES_NEURONAL_RECEPTORS_AND_CHANNELSREACTOME_RHO_GTPASES_ACTIVATE_CITREACTOME_RHO_GTPASES_ACTIVATE_ROCKSREACTOME_SEMA4D_INDUCED_CELL_MIGRATION_AND_GROWTH_CONE_COLLAPSEREACTOME_SIGNALING_BY_NODALREACTOME_RHO_GTPASES_ACTIVATE_PAKSREACTOME_TRP_CHANNELSREACTOME_AMINO_ACID_TRANSPORT_ACROSS_THE_PLASMA_MEMBRANEREACTOME_LYSOSOME_VESICLE_BIOGENESISREACTOME_O_LINKED_GLYCOSYLATION_OF_MUCINSREACTOME_TRANS_GOLGI_NETWORK_VESICLE_BUDDINGREACTOME_TRANSPORT_OF_INORGANIC_CATIONS_ANIONS_AND_AMINO_ACIDS_OLIGOPEPTIDESREACTOME_STIMULI_SENSING_CHANNELSREACTOME_O_LINKED_GLYCOSYLATIONREACTOME_RHO_GTPASE_CYCLE
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