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HALLMARK_ESTROGEN_RESPONSE_EARLY
HALLMARK_OXIDATIVE_PHOSPHORYLATION
HALLMARK_APOPTOSIS
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HALLMARK_P53_PATHWAY 15
HALLMARK_INTERFERON_ALPHA_RESPONSE 10
HALLMARK_KRAS_SIGNALING_DN 5
HALLMARK_TNFA_SIGNALING_VIA_NFKB 0

HALLMARK_COMPLEMENT
HALLMARK_TGF_BETA_SIGNALING
HALLMARK_UV_RESPONSE_DN
HALLMARK_UV_RESPONSE_UP
HALLMARK_INFLAMMATORY _RESPONSE
HALLMARK_MTORC1_SIGNALING
HALLMARK_ESTROGEN_RESPONSE_LATE
HALLMARK_XENOBIOTIC_METABOLISM
HALLMARK_REACTIVE_OXYGEN_SPECIES_PATHWAY
HALLMARK_PI3K_AKT_MTOR_SIGNALING
HALLMARK_WNT_BETA_CATENIN_SIGNALING
HALLMARK_SPERMATOGENESIS
HALLMARK_PEROXISOME
HALLMARK_FATTY_ACID_METABOLISM
HALLMARK_G2M_CHECKPOINT
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