
Luminal epithelial cells
Merkel cells
Crypt cells
Hepatoblasts
Mammary epithelial cells
Satellite cells
Gamma delta T cells
Loop of Henle cells
Gastric chief cells
Retinal progenitor cells
B cells
Plasma cells
Plasmacytoid dendritic cells
B cells naive
B cells memory
Acinar cells
Adipocyte progenitor cells
Adipocytes
Adrenergic neurons
Airway epithelial cells
Endothelial cells
Hepatic stellate cells
Natural killer T cells
Bergmann glia
Enteroendocrine cells
Megakaryocytes
Leydig cells
Ependymal cells
Neural stem/precursor cells
Astrocytes
Monocytes
Gamma (PP) cells
Ductal cells
Chondrocytes
T memory cells
Erythroid−like and erythroid precursor cells
Hematopoietic stem cells
T cells
Salivary mucous cells
Platelets
Fibroblasts
Juxtaglomerular cells
Myoepithelial cells
Chromaffin cells
Trophoblast cells
Pancreatic stellate cells
Sertoli cells
Pericytes
Epithelial cells
T regulatory cells
Sebocytes
Airway goblet cells
Glomus cells
Mesangial cells
Microglia
Peritubular myoid cells
Müller cells
Osteoblasts
NK cells
T cytotoxic cells
Thymocytes
Eosinophils
Paneth cells
Cholangiocytes
Parietal cells
Tuft cells
Goblet cells
Schwann cells
Principal cells
Luteal cells
Mesothelial cells
Neurons
Enteric glia cells
Meningeal cells
Clara cells
Tanycytes
Oligodendrocyte progenitor cells
Airway smooth muscle cells
Alpha cells
Myoblasts
Trophoblast progenitor cells
Langerhans cells
Spermatocytes
Interneurons
Retinal ganglion cells
Cardiomyocytes
Macrophages
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HALLMARK_APICAL_JUNCTION

HALLMARK_ESTROGEN_RESPONSE_EARLY

HALLMARK_OXIDATIVE_PHOSPHORYLATION

HALLMARK_APOPTOSIS

HALLMARK_IL2_STAT5_SIGNALING

HALLMARK_UNFOLDED_PROTEIN_RESPONSE

HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION

HALLMARK_INTERFERON_GAMMA_RESPONSE

HALLMARK_KRAS_SIGNALING_UP

HALLMARK_MYC_TARGETS_V1

HALLMARK_ADIPOGENESIS

HALLMARK_ALLOGRAFT_REJECTION

HALLMARK_ANDROGEN_RESPONSE

HALLMARK_ANGIOGENESIS

HALLMARK_APICAL_SURFACE

HALLMARK_BILE_ACID_METABOLISM

HALLMARK_CHOLESTEROL_HOMEOSTASIS

HALLMARK_COAGULATION

HALLMARK_MYOGENESIS

HALLMARK_IL6_JAK_STAT3_SIGNALING

HALLMARK_GLYCOLYSIS

HALLMARK_HYPOXIA

HALLMARK_P53_PATHWAY

HALLMARK_INTERFERON_ALPHA_RESPONSE

HALLMARK_KRAS_SIGNALING_DN

HALLMARK_TNFA_SIGNALING_VIA_NFKB

HALLMARK_COMPLEMENT

HALLMARK_TGF_BETA_SIGNALING

HALLMARK_UV_RESPONSE_DN

HALLMARK_UV_RESPONSE_UP

HALLMARK_INFLAMMATORY_RESPONSE

HALLMARK_MTORC1_SIGNALING

HALLMARK_ESTROGEN_RESPONSE_LATE

HALLMARK_XENOBIOTIC_METABOLISM

HALLMARK_REACTIVE_OXYGEN_SPECIES_PATHWAY

HALLMARK_PI3K_AKT_MTOR_SIGNALING

HALLMARK_WNT_BETA_CATENIN_SIGNALING

HALLMARK_SPERMATOGENESIS

HALLMARK_PEROXISOME

HALLMARK_FATTY_ACID_METABOLISM

HALLMARK_G2M_CHECKPOINT
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GO_NEGATIVE_REGULATION_OF_CELL_DEATHGO_APOPTOTIC_PROCESSGO_TUBE_MORPHOGENESISGO_TUBE_DEVELOPMENTGO_EXTRINSIC_APOPTOTIC_SIGNALING_PATHWAYGO_POSITIVE_REGULATION_OF_CELL_POPULATION_PROLIFERATIONGO_ANATOMICAL_STRUCTURE_FORMATION_INVOLVED_IN_MORPHOGENESISGO_SYNAPTIC_VESICLE_RECYCLINGGO_BLOOD_VESSEL_MORPHOGENESISGO_REGULATION_OF_CELL_DEATHGO_PHAGOCYTOSIS_RECOGNITIONGO_REGULATION_OF_B_CELL_ACTIVATIONGO_B_CELL_RECEPTOR_SIGNALING_PATHWAYGO_MEMBRANE_INVAGINATIONGO_POSITIVE_REGULATION_OF_B_CELL_ACTIVATIONGO_HUMORAL_IMMUNE_RESPONSE_MEDIATED_BY_CIRCULATING_IMMUNOGLOBULINGO_COMPLEMENT_ACTIVATIONGO_B_CELL_ACTIVATIONGO_DEFENSE_RESPONSE_TO_BACTERIUMGO_HUMORAL_IMMUNE_RESPONSEGO_BLOOD_COAGULATION_INTRINSIC_PATHWAYGO_PROTEIN_ACTIVATION_CASCADEGO_BIOLOGICAL_ADHESIONGO_LAMELLIPODIUM_ORGANIZATIONGO_REGULATION_OF_CELL_POPULATION_PROLIFERATIONGO_CELL_MOTILITYGO_LYMPHOCYTE_MIGRATIONGO_PLATELET_DEGRANULATIONGO_REGULATION_OF_CELLULAR_COMPONENT_MOVEMENTGO_ENDOTHELIUM_DEVELOPMENTGO_RESPONSE_TO_TYPE_I_INTERFERONGO_DEFENSE_RESPONSE_TO_VIRUSGO_RESPONSE_TO_VIRUSGO_NEGATIVE_REGULATION_OF_VIRAL_PROCESSGO_CYTOKINE_MEDIATED_SIGNALING_PATHWAYGO_NEGATIVE_REGULATION_OF_VIRAL_GENOME_REPLICATIONGO_DEFENSE_RESPONSE_TO_OTHER_ORGANISMGO_INNATE_IMMUNE_RESPONSEGO_NEGATIVE_REGULATION_OF_VIRAL_LIFE_CYCLEGO_REGULATION_OF_VIRAL_GENOME_REPLICATIONGO_RESPONSE_TO_CALCIUM_IONGO_RESPONSE_TO_HORMONEGO_RESPONSE_TO_METAL_IONGO_EXTRACELLULAR_STRUCTURE_ORGANIZATIONGO_OSSIFICATIONGO_RESPONSE_TO_MINERALOCORTICOIDGO_CIRCULATORY_SYSTEM_DEVELOPMENTGO_VASCULATURE_DEVELOPMENTGO_PROTEOLYSISGO_EPITHELIAL_CELL_DEVELOPMENTGO_MULTI_MULTICELLULAR_ORGANISM_PROCESSGO_COLLAGEN_METABOLIC_PROCESSGO_BRANCHING_INVOLVED_IN_MAMMARY_GLAND_DUCT_MORPHOGENESISGO_POSITIVE_REGULATION_OF_COLLAGEN_METABOLIC_PROCESSGO_RESPONSE_TO_LIPIDGO_CELLULAR_RESPONSE_TO_LIPIDGO_MAMMARY_GLAND_DUCT_MORPHOGENESISGO_BRANCHING_MORPHOGENESIS_OF_AN_EPITHELIAL_TUBEGO_POSITIVE_REGULATION_OF_INTRACELLULAR_SIGNAL_TRANSDUCTIONGO_COLLAGEN_BIOSYNTHETIC_PROCESSGO_COLLAGEN_FIBRIL_ORGANIZATIONGO_REGULATION_OF_CELL_SUBSTRATE_ADHESIONGO_CELL_SUBSTRATE_ADHESIONGO_REGULATION_OF_INTRACELLULAR_SIGNAL_TRANSDUCTIONGO_POSITIVE_REGULATION_OF_SIGNALINGGO_ADAPTIVE_IMMUNE_RESPONSEGO_INTERFERON_GAMMA_MEDIATED_SIGNALING_PATHWAYGO_POSITIVE_REGULATION_OF_IMMUNE_RESPONSEGO_REGULATION_OF_IMMUNE_RESPONSEGO_ANTIGEN_PROCESSING_AND_PRESENTATION_OF_PEPTIDE_ANTIGENGO_RESPONSE_TO_INTERFERON_GAMMAGO_DEFENSE_RESPONSEGO_ANTIGEN_PROCESSING_AND_PRESENTATIONGO_RESPONSE_TO_BIOTIC_STIMULUSGO_REGULATION_OF_IMMUNE_SYSTEM_PROCESSGO_PERK_MEDIATED_UNFOLDED_PROTEIN_RESPONSEGO_ER_NUCLEUS_SIGNALING_PATHWAYGO_POSITIVE_REGULATION_OF_EXTRINSIC_APOPTOTIC_SIGNALING_PATHWAYGO_REGULATION_OF_EXTRINSIC_APOPTOTIC_SIGNALING_PATHWAY_VIA_DEATH_DOMAIN_RECEPTORSGO_EXTRINSIC_APOPTOTIC_SIGNALING_PATHWAY_VIA_DEATH_DOMAIN_RECEPTORSGO_POSITIVE_REGULATION_OF_CELL_ADHESIONGO_POSITIVE_REGULATION_OF_CELL_SUBSTRATE_ADHESIONGO_ENDOPLASMIC_RETICULUM_UNFOLDED_PROTEIN_RESPONSEGO_LOBAR_BRONCHUS_EPITHELIUM_DEVELOPMENTGO_LOBAR_BRONCHUS_DEVELOPMENTGO_POSITIVE_REGULATION_OF_METALLOPEPTIDASE_ACTIVITYGO_CELL_CELL_JUNCTION_ASSEMBLYGO_REGULATION_OF_WOUND_HEALINGGO_CALCIUM_INDEPENDENT_CELL_CELL_ADHESION_VIA_PLASMA_MEMBRANE_CELL_ADHESION_MOLECULESGO_REGULATION_OF_RESPONSE_TO_WOUNDINGGO_REGULATION_OF_METALLOPEPTIDASE_ACTIVITYGO_CELL_CELL_JUNCTION_ORGANIZATIONGO_POSITIVE_REGULATION_OF_WOUND_HEALINGGO_POSITIVE_REGULATION_OF_RESPONSE_TO_WOUNDINGGO_NEGATIVE_REGULATION_OF_WOUND_HEALINGGO_SKELETAL_SYSTEM_DEVELOPMENTGO_NEUROGENESISGO_RESPONSE_TO_MECHANICAL_STIMULUSGO_CELL_GROWTHGO_RESPONSE_TO_VITAMINGO_DEVELOPMENTAL_GROWTHGO_REGULATION_OF_EMBRYONIC_DEVELOPMENTGO_RESPONSE_TO_ESTRADIOLGO_REGULATION_OF_RAB_PROTEIN_SIGNAL_TRANSDUCTIONGO_RAB_PROTEIN_SIGNAL_TRANSDUCTIONGO_NEGATIVE_REGULATION_OF_FAT_CELL_DIFFERENTIATIONGO_OOGENESISGO_FEMALE_GAMETE_GENERATIONGO_REGULATION_OF_FAT_CELL_DIFFERENTIATIONGO_REGULATION_OF_RAS_PROTEIN_SIGNAL_TRANSDUCTIONGO_FAT_CELL_DIFFERENTIATIONGO_GERM_CELL_DEVELOPMENTGO_REGULATION_OF_SMALL_GTPASE_MEDIATED_SIGNAL_TRANSDUCTIONGO_MITOTIC_G2_DNA_DAMAGE_CHECKPOINTGO_NEGATIVE_REGULATION_OF_TRANSCRIPTION_BY_RNA_POLYMERASE_IIGO_MITOTIC_G2_M_TRANSITION_CHECKPOINTGO_PROTEIN_LOCALIZATION_TO_NUCLEUSGO_G2_DNA_DAMAGE_CHECKPOINTGO_POSITIVE_REGULATION_OF_NUCLEOBASE_CONTAINING_COMPOUND_METABOLIC_PROCESSGO_REGULATION_OF_KERATINOCYTE_PROLIFERATIONGO_INSULIN_RECEPTOR_SIGNALING_PATHWAYGO_ACTIVATION_OF_JUN_KINASE_ACTIVITYGO_POSITIVE_REGULATION_OF_RNA_BIOSYNTHETIC_PROCESSGO_HISTONE_THREONINE_PHOSPHORYLATIONGO_POSITIVE_REGULATION_OF_B_CELL_RECEPTOR_SIGNALING_PATHWAYGO_ACTIVATION_OF_JNKK_ACTIVITYGO_MITOTIC_NUCLEAR_ENVELOPE_DISASSEMBLYGO_PRESYNAPTIC_MODULATION_OF_CHEMICAL_SYNAPTIC_TRANSMISSIONGO_MEMBRANE_DISASSEMBLYGO_MICROVILLUS_ASSEMBLYGO_POSITIVE_REGULATION_OF_VASCULAR_ENDOTHELIAL_GROWTH_FACTOR_RECEPTOR_SIGNALING_PATHWAYGO_LIPOPROTEIN_LOCALIZATIONGO_NEGATIVE_REGULATION_OF_GLUCOSE_TRANSMEMBRANE_TRANSPORTGO_NEGATIVE_REGULATION_OF_FEMALE_GONAD_DEVELOPMENTGO_NEGATIVE_REGULATION_OF_GLUTAMATE_SECRETIONGO_NEGATIVE_REGULATION_OF_GONAD_DEVELOPMENTGO_ADENYLATE_CYCLASE_INHIBITING_G_PROTEIN_COUPLED_GLUTAMATE_RECEPTOR_SIGNALING_PATHWAYGO_GONADAL_MESODERM_DEVELOPMENTGO_REGULATION_OF_MALE_GONAD_DEVELOPMENTGO_POSITIVE_REGULATION_OF_GONAD_DEVELOPMENTGO_MINERALOCORTICOID_METABOLIC_PROCESSGO_NEGATIVE_REGULATION_OF_AMINO_ACID_TRANSPORTGO_REGULATION_OF_FEMALE_GONAD_DEVELOPMENTGO_POSITIVE_REGULATION_OF_CORTICOTROPIN_SECRETIONGO_CORTICOTROPIN_SECRETIONGO_NEGATIVE_REGULATION_OF_VASOCONSTRICTIONGO_DRINKING_BEHAVIORGO_POSITIVE_REGULATION_OF_HEAT_GENERATIONGO_REGULATION_OF_HEAT_GENERATIONGO_HYALURONAN_CATABOLIC_PROCESSGO_G_PROTEIN_COUPLED_RECEPTOR_INTERNALIZATIONGO_HEAT_GENERATIONGO_ADAPTATION_OF_SIGNALING_PATHWAY

E
R

B
B

2

IG
K

C

A
2M

H
B

B

C
11

or
f9

6

S
C

G
B

2A
1

LG
A

LS
1

C
D

74

M
M

P
7

B
C

AT
1

A
P

C
D

D
1

C
A

R
D

6

A
D

00
00

90
.1

N
FA

T
5

C
Y

P
21

A
2

R
A

S
A

4

Pvalue(−log10)

0
5
10
15
20
25



KEGG_PATHOGENIC_ESCHERICHIA_COLI_INFECTION
KEGG_PARKINSONS_DISEASE
KEGG_OXIDATIVE_PHOSPHORYLATION
KEGG_ALZHEIMERS_DISEASE
KEGG_CARDIAC_MUSCLE_CONTRACTION
KEGG_HUNTINGTONS_DISEASE
KEGG_LEUKOCYTE_TRANSENDOTHELIAL_MIGRATION
KEGG_ADHERENS_JUNCTION
KEGG_REGULATION_OF_ACTIN_CYTOSKELETON
KEGG_TIGHT_JUNCTION
KEGG_ABC_TRANSPORTERS
KEGG_ACUTE_MYELOID_LEUKEMIA
KEGG_ADIPOCYTOKINE_SIGNALING_PATHWAY
KEGG_ALANINE_ASPARTATE_AND_GLUTAMATE_METABOLISM
KEGG_ALDOSTERONE_REGULATED_SODIUM_REABSORPTION
KEGG_ALLOGRAFT_REJECTION
KEGG_ALPHA_LINOLENIC_ACID_METABOLISM
KEGG_AMINO_SUGAR_AND_NUCLEOTIDE_SUGAR_METABOLISM
KEGG_COMPLEMENT_AND_COAGULATION_CASCADES
KEGG_ETHER_LIPID_METABOLISM
KEGG_P53_SIGNALING_PATHWAY
KEGG_ECM_RECEPTOR_INTERACTION
KEGG_CELL_ADHESION_MOLECULES_CAMS
KEGG_CHEMOKINE_SIGNALING_PATHWAY
KEGG_FOCAL_ADHESION
KEGG_CYTOKINE_CYTOKINE_RECEPTOR_INTERACTION
KEGG_NOD_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_PANCREATIC_CANCER
KEGG_RIG_I_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_LEISHMANIA_INFECTION
KEGG_TOLL_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_JAK_STAT_SIGNALING_PATHWAY
KEGG_PATHWAYS_IN_CANCER
KEGG_BLADDER_CANCER
KEGG_MAPK_SIGNALING_PATHWAY
KEGG_GLIOMA
KEGG_MELANOMA
KEGG_CHRONIC_MYELOID_LEUKEMIA
KEGG_TGF_BETA_SIGNALING_PATHWAY
KEGG_ERBB_SIGNALING_PATHWAY
KEGG_PROGESTERONE_MEDIATED_OOCYTE_MATURATION
KEGG_OOCYTE_MEIOSIS
KEGG_GLYCOSAMINOGLYCAN_BIOSYNTHESIS_KERATAN_SULFATE
KEGG_NICOTINATE_AND_NICOTINAMIDE_METABOLISM
KEGG_GALACTOSE_METABOLISM
KEGG_GLYCOSPHINGOLIPID_BIOSYNTHESIS_LACTO_AND_NEOLACTO_SERIES
KEGG_N_GLYCAN_BIOSYNTHESIS
KEGG_INTESTINAL_IMMUNE_NETWORK_FOR_IGA_PRODUCTION
KEGG_HEDGEHOG_SIGNALING_PATHWAY
KEGG_VASCULAR_SMOOTH_MUSCLE_CONTRACTION
KEGG_WNT_SIGNALING_PATHWAY
KEGG_BASAL_CELL_CARCINOMA
KEGG_ARACHIDONIC_ACID_METABOLISM
KEGG_B_CELL_RECEPTOR_SIGNALING_PATHWAY
KEGG_ANTIGEN_PROCESSING_AND_PRESENTATION
KEGG_GRAFT_VERSUS_HOST_DISEASE
KEGG_TYPE_I_DIABETES_MELLITUS
KEGG_AUTOIMMUNE_THYROID_DISEASE
KEGG_ASTHMA
KEGG_VIRAL_MYOCARDITIS
KEGG_PORPHYRIN_AND_CHLOROPHYLL_METABOLISM
KEGG_ARGININE_AND_PROLINE_METABOLISM
KEGG_APOPTOSIS
KEGG_NATURAL_KILLER_CELL_MEDIATED_CYTOTOXICITY
KEGG_VALINE_LEUCINE_AND_ISOLEUCINE_BIOSYNTHESIS
KEGG_PANTOTHENATE_AND_COA_BIOSYNTHESIS
KEGG_VALINE_LEUCINE_AND_ISOLEUCINE_DEGRADATION
KEGG_HEMATOPOIETIC_CELL_LINEAGE
KEGG_CELL_CYCLE
KEGG_MTOR_SIGNALING_PATHWAY
KEGG_RETINOL_METABOLISM
KEGG_LONG_TERM_DEPRESSION
KEGG_TYPE_II_DIABETES_MELLITUS
KEGG_ENDOMETRIAL_CANCER
KEGG_NON_SMALL_CELL_LUNG_CANCER
KEGG_VEGF_SIGNALING_PATHWAY
KEGG_VIBRIO_CHOLERAE_INFECTION
KEGG_LONG_TERM_POTENTIATION
KEGG_STEROID_HORMONE_BIOSYNTHESIS
KEGG_AXON_GUIDANCE
KEGG_NEUROACTIVE_LIGAND_RECEPTOR_INTERACTION
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REACTOME_RESPIRATORY_ELECTRON_TRANSPORT_ATP_SYNTHESIS_BY_CHEMIOSMOTIC_COUPLING_AND_HEAT_PRODUCTION_BY_UNCOUPLING_PROTEINS_REACTOME_CELL_CELL_JUNCTION_ORGANIZATIONREACTOME_THE_CITRIC_ACID_TCA_CYCLE_AND_RESPIRATORY_ELECTRON_TRANSPORTREACTOME_SEMA4D_INDUCED_CELL_MIGRATION_AND_GROWTH_CONE_COLLAPSEREACTOME_TP53_REGULATES_METABOLIC_GENESREACTOME_RHO_GTPASE_EFFECTORSREACTOME_CELL_JUNCTION_ORGANIZATIONREACTOME_SEMA4D_IN_SEMAPHORIN_SIGNALINGREACTOME_RESPIRATORY_ELECTRON_TRANSPORTREACTOME_ACTIVATION_OF_BH3_ONLY_PROTEINSREACTOME_FCGR_ACTIVATIONREACTOME_CREATION_OF_C4_AND_C2_ACTIVATORSREACTOME_INITIAL_TRIGGERING_OF_COMPLEMENTREACTOME_ROLE_OF_PHOSPHOLIPIDS_IN_PHAGOCYTOSISREACTOME_FCGR3A_MEDIATED_IL10_SYNTHESISREACTOME_COMPLEMENT_CASCADEREACTOME_PARASITE_INFECTIONREACTOME_FCGAMMA_RECEPTOR_FCGR_DEPENDENT_PHAGOCYTOSISREACTOME_SCAVENGING_OF_HEME_FROM_PLASMAREACTOME_CELL_SURFACE_INTERACTIONS_AT_THE_VASCULAR_WALLREACTOME_INTRINSIC_PATHWAY_OF_FIBRIN_CLOT_FORMATIONREACTOME_FORMATION_OF_FIBRIN_CLOT_CLOTTING_CASCADE_REACTOME_REGULATION_OF_INSULIN_LIKE_GROWTH_FACTOR_IGF_TRANSPORT_AND_UPTAKE_BY_INSULIN_LIKE_GROWTH_FACTOR_BINDING_PROTEINS_IGFBPS_REACTOME_RESPONSE_TO_ELEVATED_PLATELET_CYTOSOLIC_CA2_REACTOME_RUNX1_REGULATES_EXPRESSION_OF_COMPONENTS_OF_TIGHT_JUNCTIONSREACTOME_DEFECTIVE_FACTOR_VIII_CAUSES_HEMOPHILIA_AREACTOME_HDL_ASSEMBLYREACTOME_GP1B_IX_V_ACTIVATION_SIGNALLINGREACTOME_TP53_REGULATES_TRANSCRIPTION_OF_DEATH_RECEPTORS_AND_LIGANDSREACTOME_LYSOSPHINGOLIPID_AND_LPA_RECEPTORSREACTOME_INTERFERON_ALPHA_BETA_SIGNALINGREACTOME_INTERFERON_SIGNALINGREACTOME_ANTIVIRAL_MECHANISM_BY_IFN_STIMULATED_GENESREACTOME_CYTOKINE_SIGNALING_IN_IMMUNE_SYSTEMREACTOME_ERYTHROCYTES_TAKE_UP_OXYGEN_AND_RELEASE_CARBON_DIOXIDEREACTOME_OAS_ANTIVIRAL_RESPONSEREACTOME_ERYTHROCYTES_TAKE_UP_CARBON_DIOXIDE_AND_RELEASE_OXYGENREACTOME_INTERFERON_GAMMA_SIGNALINGREACTOME_BINDING_AND_UPTAKE_OF_LIGANDS_BY_SCAVENGER_RECEPTORSREACTOME_NGF_STIMULATED_TRANSCRIPTIONREACTOME_NUCLEAR_EVENTS_KINASE_AND_TRANSCRIPTION_FACTOR_ACTIVATION_REACTOME_INTERLEUKIN_4_AND_INTERLEUKIN_13_SIGNALINGREACTOME_RNA_POLYMERASE_II_TRANSCRIPTIONREACTOME_EXTRACELLULAR_MATRIX_ORGANIZATIONREACTOME_SIGNALING_BY_NTRKSREACTOME_CONSTITUTIVE_SIGNALING_BY_AKT1_E17K_IN_CANCERREACTOME_SMAD2_SMAD3_SMAD4_HETEROTRIMER_REGULATES_TRANSCRIPTIONREACTOME_O_GLYCOSYLATION_OF_TSR_DOMAIN_CONTAINING_PROTEINSREACTOME_TRANSCRIPTIONAL_ACTIVITY_OF_SMAD2_SMAD3_SMAD4_HETEROTRIMERREACTOME_RUNX2_REGULATES_CHONDROCYTE_MATURATIONREACTOME_PHENYLALANINE_METABOLISMREACTOME_TRANSCRIPTIONAL_REGULATION_BY_RUNX2REACTOME_DEFECTIVE_B4GALT1_CAUSES_B4GALT1_CDG_CDG_2D_REACTOME_LIGAND_RECEPTOR_INTERACTIONSREACTOME_RELEASE_OF_HH_NP_FROM_THE_SECRETING_CELLREACTOME_TERMINAL_PATHWAY_OF_COMPLEMENTREACTOME_INTERACTION_WITH_CUMULUS_CELLS_AND_THE_ZONA_PELLUCIDAREACTOME_PHENYLALANINE_AND_TYROSINE_METABOLISMREACTOME_CASPASE_MEDIATED_CLEAVAGE_OF_CYTOSKELETAL_PROTEINSREACTOME_SCAVENGING_BY_CLASS_A_RECEPTORSREACTOME_ASSEMBLY_OF_COLLAGEN_FIBRILS_AND_OTHER_MULTIMERIC_STRUCTURESREACTOME_COLLAGEN_BIOSYNTHESIS_AND_MODIFYING_ENZYMESREACTOME_CROSSLINKING_OF_COLLAGEN_FIBRILSREACTOME_COLLAGEN_FORMATIONREACTOME_RHO_GTPASES_ACTIVATE_PAKSREACTOME_PD_1_SIGNALINGREACTOME_GENERATION_OF_SECOND_MESSENGER_MOLECULESREACTOME_MHC_CLASS_II_ANTIGEN_PRESENTATIONREACTOME_COSTIMULATION_BY_THE_CD28_FAMILYREACTOME_TCR_SIGNALINGREACTOME_ADAPTIVE_IMMUNE_SYSTEMREACTOME_ENDOSOMAL_VACUOLAR_PATHWAYREACTOME_TRAIL_SIGNALINGREACTOME_POU5F1_OCT4_SOX2_NANOG_REPRESS_GENES_RELATED_TO_DIFFERENTIATIONREACTOME_REGULATION_BY_C_FLIPREACTOME_RESPONSE_OF_EIF2AK1_HRI_TO_HEME_DEFICIENCYREACTOME_SYNTHESIS_OF_PROSTAGLANDINS_PG_AND_THROMBOXANES_TX_REACTOME_CASPASE_ACTIVATION_VIA_DEATH_RECEPTORS_IN_THE_PRESENCE_OF_LIGANDREACTOME_RIPK1_MEDIATED_REGULATED_NECROSISREACTOME_CASPASE_ACTIVATION_VIA_EXTRINSIC_APOPTOTIC_SIGNALLING_PATHWAYREACTOME_METAL_ION_SLC_TRANSPORTERSREACTOME_ATF4_ACTIVATES_GENES_IN_RESPONSE_TO_ENDOPLASMIC_RETICULUM_STRESSREACTOME_TIGHT_JUNCTION_INTERACTIONSREACTOME_CELL_CELL_COMMUNICATIONREACTOME_ACROSOME_REACTION_AND_SPERM_OOCYTE_MEMBRANE_BINDINGREACTOME_UPTAKE_AND_FUNCTION_OF_DIPHTHERIA_TOXINREACTOME_ABERRANT_REGULATION_OF_MITOTIC_G1_S_TRANSITION_IN_CANCER_DUE_TO_RB1_DEFECTSREACTOME_REGULATION_OF_RUNX1_EXPRESSION_AND_ACTIVITYREACTOME_BRANCHED_CHAIN_AMINO_ACID_CATABOLISMREACTOME_RAF_INDEPENDENT_MAPK1_3_ACTIVATIONREACTOME_ECM_PROTEOGLYCANSREACTOME_INTEGRIN_CELL_SURFACE_INTERACTIONSREACTOME_SYNTHESIS_SECRETION_AND_DEACYLATION_OF_GHRELINREACTOME_DISEASES_ASSOCIATED_WITH_GLYCOSAMINOGLYCAN_METABOLISMREACTOME_NCAM1_INTERACTIONSREACTOME_COLLAGEN_CHAIN_TRIMERIZATIONREACTOME_SIGNALING_BY_PDGFREACTOME_NON_INTEGRIN_MEMBRANE_ECM_INTERACTIONSREACTOME_RAB_GEFS_EXCHANGE_GTP_FOR_GDP_ON_RABSREACTOME_RAB_REGULATION_OF_TRAFFICKINGREACTOME_RHO_GTPASES_ACTIVATE_FORMINSREACTOME_SIGNALING_BY_RHO_GTPASESREACTOME_MEMBRANE_TRAFFICKINGREACTOME_VESICLE_MEDIATED_TRANSPORTREACTOME_2_LTR_CIRCLE_FORMATIONREACTOME_A_TETRASACCHARIDE_LINKER_SEQUENCE_IS_REQUIRED_FOR_GAG_SYNTHESISREACTOME_ABACAVIR_METABOLISMREACTOME_SIGNALING_BY_TYPE_1_INSULIN_LIKE_GROWTH_FACTOR_1_RECEPTOR_IGF1R_REACTOME_PI_3K_CASCADE_FGFR2REACTOME_PI3K_AKT_SIGNALING_IN_CANCERREACTOME_DOWNSTREAM_SIGNALING_OF_ACTIVATED_FGFR2REACTOME_SIGNALING_BY_FGFR2_IN_DISEASEREACTOME_IRS_MEDIATED_SIGNALLINGREACTOME_INSULIN_RECEPTOR_SIGNALLING_CASCADEREACTOME_SIGNALING_BY_FGFR_IN_DISEASEREACTOME_SIGNALING_BY_FGFR2REACTOME_CONSTITUTIVE_SIGNALING_BY_ABERRANT_PI3K_IN_CANCERREACTOME_DISINHIBITION_OF_SNARE_FORMATIONREACTOME_RUNX1_REGULATES_TRANSCRIPTION_OF_GENES_INVOLVED_IN_DIFFERENTIATION_OF_MYELOID_CELLSREACTOME_DEPOLYMERISATION_OF_THE_NUCLEAR_LAMINAREACTOME_WNT5A_DEPENDENT_INTERNALIZATION_OF_FZD4REACTOME_TRAFFICKING_OF_GLUR2_CONTAINING_AMPA_RECEPTORSREACTOME_VEGFR2_MEDIATED_CELL_PROLIFERATIONREACTOME_RHO_GTPASES_ACTIVATE_NADPH_OXIDASESREACTOME_TRAFFICKING_OF_AMPA_RECEPTORSREACTOME_SYNTHESIS_OF_BILE_ACIDS_AND_BILE_SALTSREACTOME_BILE_ACID_AND_BILE_SALT_METABOLISMREACTOME_MINERALOCORTICOID_BIOSYNTHESISREACTOME_GLUCOCORTICOID_BIOSYNTHESISREACTOME_DCC_MEDIATED_ATTRACTIVE_SIGNALINGREACTOME_ENDOGENOUS_STEROLSREACTOME_METABOLISM_OF_STEROID_HORMONESREACTOME_METABOLIC_DISORDERS_OF_BIOLOGICAL_OXIDATION_ENZYMESREACTOME_CLASS_C_3_METABOTROPIC_GLUTAMATE_PHEROMONE_RECEPTORS_REACTOME_NETRIN_1_SIGNALINGREACTOME_CYTOCHROME_P450_ARRANGED_BY_SUBSTRATE_TYPEREACTOME_POST_TRANSLATIONAL_MODIFICATION_SYNTHESIS_OF_GPI_ANCHORED_PROTEINSREACTOME_HYALURONAN_UPTAKE_AND_DEGRADATIONREACTOME_HYALURONAN_METABOLISMREACTOME_REGULATION_OF_RAS_BY_GAPSREACTOME_GLYCOSAMINOGLYCAN_METABOLISMREACTOME_PEPTIDE_LIGAND_BINDING_RECEPTORSREACTOME_FLT3_SIGNALINGREACTOME_METABOLISM_OF_CARBOHYDRATESREACTOME_MAPK_FAMILY_SIGNALING_CASCADESREACTOME_CLASS_A_1_RHODOPSIN_LIKE_RECEPTORS_REACTOME_G_ALPHA_I_SIGNALLING_EVENTS
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