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Ductal cells

Luminal epithelial cells
Airway goblet cells
Neutrophils

Sertoli cells

Ad!Pocytes

Epithelial cells

Enteric glia cells
Neuroendocrine cells
Gobletcells
Peritubular myoid cells
Smooth muscle cells
Acinar cells .
Adipocyte progenitor cells
Adrenergic neurons
Airway epithelial cells
Airway smooth muscle cells
Alpha cells
Chondrocytes
Myeloid-derived suppressor cells
Cholangiocytes
Mammary epithelial cells
Keratinocytes

Dendritic cells
Mesothelial cells

Basal cells

Neuroblasts

Loop of Henle cells
Astrocytes

Platelets
Olfactory epithelial cells
Interneurons
Melanocytes

Retinal ganglion cells
Neurons

Granulosa cells
Photoreceptor cells
Plasmacytoid dendritic cells
Purkinje neurons
Plasma cells

B cells

Pancreatic stellate cells
Hepatic stellate cells
Endothelial cells

Luteal cells

B cells naive

B cells memory
Osteoblasts

Fibroblasts

Stromal cells

Miiller cells

Pericytes

Mesangial cells
Myocytes

T cells

T memory cells

T cytotoxic cells

Neural stem/precursor cells
Proximal tubule cells
Merkel cells

Clara cells

Satellite cells

Gastric chief cells
Myoepithelial cells
Myofibroblasts
Juxtaglomerular cells
Vascular smooth muscle cells
Salivary mucous cells
Leydig cells

Basophils

Crypt cells

Gamma delta T cells
Retinal progenitor cells
Glomus cells

Microfold cells
Bergmann glia

Epsilon cells
Enteroendocrine cells
Choroid plexus cells
Ependymal cells .
Erythroid-like and erythroid precursor cells
Pyramidal cells

Beta cells

Embryonic stem cells

Pvalue(-log10)
20
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HALLMARK_COMPLEMENT
HALLMARK_ESTROGEN_RESPONSE_LATE
HALLMARK_COAGULATION
HALLMARK_KRAS_SIGNALING_UP
HALLMARK_ALLOGRAFT_REJECTION
HALLMARK_INTERFERON_GAMMA_RESPONSE
HALLMARK_INTERFERON_ALPHA_RESPONSE
HALLMARK_ANGIOGENESIS
HALLMARK_CHOLESTEROL_HOMEOSTASIS
HALLMARK_ANDROGEN_RESPONSE
HALLMARK_MITOTIC_SPINDLE
HALLMARK_APOPTOSIS
HALLMARK_APICAL_JUNCTION
HALLMARK_ESTROGEN_RESPONSE_EARLY
HALLMARK_HYPOXIA
HALLMARK_MYOGENESIS
HALLMARK_OXIDATIVE_PHOSPHORYLATION
HALLMARK_TNFA_SIGNALING_VIA_NFKB
HALLMARK_ADIPOGENESIS
HALLMARK_GLYCOLYSIS
HALLMARK_MTORC1_SIGNALING
HALLMARK_P53_PATHWAY
HALLMARK_XENOBIOTIC_METABOLISM
HALLMARK_IL6_JAK_STAT3_SIGNALING
HALLMARK_IL2_STAT5_SIGNALING
HALLMARK_INFLAMMATORY _RESPONSE
HALLMARK_NOTCH_SIGNALING
HALLMARK_REACTIVE_OXYGEN_SPECIES_PATHWAY
HALLMARK_UNFOLDED_PROTEIN_RESPONSE
HALLMARK_UV_RESPONSE_DN
HALLMARK_FATTY_ACID_METABOLISM
HALLMARK_HEME_METABOLISM
HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
HALLMARK_PANCREAS_BETA_CELLS
HALLMARK_APICAL_SURFACE
HALLMARK_PEROXISOME
HALLMARK_PROTEIN_SECRETION
HALLMARK_BILE_ACID_METABOLISM
HALLMARK_MYC_TARGETS_V2
HALLMARK_KRAS_SIGNALING_DN
HALLMARK_MYC_TARGETS_V1
HALLMARK_UV_RESPONSE_UP

Pvalue(-log10)
20



SCGB2A1l

WTIP

S100A9

FyCco1

PQBP1

IGKC

SPARC

APOE

MUC5B

TAGLN

EPHB4

STMN1

ADIRF

LIFR

OUUULA Y W T

N

O)!

LIRS

19}

U0

93

2

Q0UUUUY

OISO OUTOQUSUTCLU

TR e

B RFHONPORE-ABRYEsE_acTiviTY

T

R
SéggG I_APPARATUS

IZATION
\TION

ﬁ@%'&%&%@ﬁéﬁ:ﬁ%g PHODIESTERASE_ACTIV

DR

VELS

%EE’}?ENADHESION
FOPORGANIC_COMPOUNDS

} @L o
“CELL_MATRIX_ADHESION

e P
B e T kS TBE Sy

N N MNRRPSESSPROTEIN_RESPONSE

II _STRESS_INDUCED_INTRINSIC_APO

LING_PATHWAY

! I?&}I\%H%\:IEHSEQ_r\hIFECULATING_IMMUNOGLOBULIN

L ACTIVATION

u U TERROIE

HEMICAL

- Pvalue(-log10)

N invoLVED IN_| BESENESIS
SE 20
N RGeS S 710N
" |
SR SRR FROhuenon 85 10
NAIGRATION 5

et arenrn

ESS

_RPQB%%ZATI ON
3a

.
ERNSEY acTiviTyY
OM_MITOCHONDRIA

-~ ASRAREROYVITY
> WoPToTIC_PROCESS
2 FRARGETING_TO_ MEMBRANE_TRANSLOCATION
W ING_GROWTH_FACTOR_BETA_PRODUCT
LReTicOLum

ﬁ\l_TARGETING_TO_ENDOPLASMIC_RETICULUM_MEI

e BYMERRUENBROCESS

_ACTIN_CYTOSKELETON_POLARITY
- B R CE BV BPMERAEMBLY

&
ﬁﬁ!ﬁéls

TS_IFERATION



SCGB2A1l

WTIP

S100A9

FyCco1

PQBP1

IGKC

SPARC

APOE

MUC5B

TAGLN

EPHB4

STMN1

ADIRF

LIFR

KEGG_ANTIGEN PROCESSING_AND_PRESENTATION
KEGG_COMPLEMENT_AND COAGUL7—\TION CASCADES

KEGG ALLOGRAFT REJ CTIO

KEGG_GRAFT_VERSU OST DISEASE

KEGG™ TYPE I—DIABETES ELLITUS

KEGG_IN STINAL_IMMUNE_NETWORK _FOR_IGA_PRODUCTION
KEGG_AUTOI SEASE

KEGG_V

KEGG_| LEISHIVIANIA INFECTION

KEGG_CELL _ADHESION OLECULES CAMS

KEGG CIRCADIAN RHYTHM AMMAL
KEGG_WNT_SIGNALING_PATHWAY

KEGG_SNARE INTERACTIONS IN VESICULAR_TRANSPORT

KEGG_VASOPRESSIN_REGULATED WATER REABSORPTION
KEGG_AMYOTROP HIC_LAT ERAL_SCLEROSIS_A|

KEGG BASAL_CELL_CARCINOMA

KEGG_HEDGEHOG SIGNALING_PATHWAY

KEGG_| MELANOGENES

KEGG_ENDOC

EGG_| PATHWAYS IN CANCE

EGG_GLYCOLYSIS GLUCONEOGENESIS

EGG_RENAL CELL CARCINOMA

EGG_FOCAL _ADHESION

KEGG_| BLADDER CANCER

EGG_M SIGNA
EGG_VIB IG CHOLERAE INFECTION
EGG_P53 SIGNALING PATHWAY
EGG_PANCREATIC_CANCER

KEGG PARKINSONSDISEASE

EGG_END I ANCER
KEGG_PATHOGENIC_ESCHERICHIA COLI_INFECTION
EGG_CYTOKINE_CYTOKINE_RECEPTOR_INTERACTION
EGG_GLIOMA
EGG ADIPOCYTOKINE SIGNALING PATHWAY
EGG_LONG_T POTE \TION
KEGG_ ERBB SIGNATING PATHWAY
EGG_GNRH_SIGNALING_PATHWAY
EGG SPLICEOSOME
EGG_CALCIUM_SIGNALING PATHWAY
EGG_PORPHYRIN_AND CHLOROPHYLL_METABOLISM
KEGG_ABC_TRANSPORTERS
KEGG_ACUTE MYELOID_LEUKEMIA
KEGG_ADHERENS JUNCTION
KEGG ALANINE ASPARTATE_AND_GLUTAMATE _METABOLIS 10

SM

Pvalue(-log10)
15

KEGG_ALDOSTERONE REGULATED_SOD IUM REABSORPTI
KEGG ALPHA LINOLENIC _ACID METABO
KEGG_ECM RECEPTOR INTER]—YCTION 5
EGG_. S EL NG NCE!
EGG_LI O'CYT T SENDOTHELIAL MIGRATION
EGG”| REGULATIOI\T OF_ACTIN_CYTOSKELET! 0
EGG_ASTHMA
KEGG_GLUTATHIONE METABOL

EG OD _LIKE_RECEPTOR GNALING PATHWAY
EGG_EPITHELIAL CELL SIGNALING_IN_AELICOBACTER_PYLORI_INFECTION
EGG_FOLATE BIOSYNTHESIS

EGG_PANTOTHENATE AND COA BIOSYNTHESIS
KEGG_RIBOFLAVIN METABOLIS
EGG_| RENIN ANGIOTENSIN SYSTEM
EGG_CHEMOKINE SIGNALING HWAY
EGG_| NICOTINATE “AND_N Tl'NAMIDE METABOLISM
EGG_VASCULA SMOOTH MUSCLE _CONTRACTION
KEGG_HYPERTROPHIC CARDIOMYOPATHY_HCM
EGG_DILATED CARDIOMYOPATHY
EGG_ TIGHT JONCTION
EGG_PROGESTERONE MEDIATED_OOCYTE_MATURATION
EGG_ OOCYTE MEIOSIS
KEGG_PROPANCATE METABO!

EGG_CYSTEINE_AND METHIONINE METABOLISM
EGG_MAPK_SIGNALING PA WAY
EGG_PYRUVATE METABD

EGG_AMINO SUGAR_AND NUCLEOTIDE SUGAR_METABOLISM
KEGG_PROSTATE_C, NCER
KEGG_PROTEIN EXPORT
KEGG_PPAR_SIGNALING_PATH
KEGG_TGF BETA SIGNALING_| PATHWAY
KEGG_LYSOSOME
KEGG_BIOSYNTHESIS OF UNSATURATED FATTY ACIDS

KEGG ASCORB \TE_AND_ALDARATE_MET;

ETABOLISM
KEGG_PENTOSE_AND GLUCURONATE INTE RCONVERSIONS
KEGG_| PROXIMAL_ TUB'ULE BICARBONATE RECLAMATION
KEGG_ETHER_LIPID_METABOLISM
KEGG_JAK_STAT SIGNALING PATHWAY
KEGG_PURINE_METABOLISM™
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