
Fibroblasts

Pancreatic stellate cells

Hepatic stellate cells

Endothelial cells

Mesangial cells

Myofibroblasts

Pericytes

Stromal cells

Osteoblasts

Adipocytes

Tanycytes

Mammary epithelial cells

Basal cells

Salivary mucous cells

Merkel cells

Hepatoblasts

Transient cells

Myoepithelial cells

Peritubular myoid cells

Ductal cells

Luminal epithelial cells

Cholangiocytes

Epithelial cells

Hepatocytes

GABAergic neurons

Neuroendocrine cells
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HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION

HALLMARK_COAGULATION

HALLMARK_HYPOXIA

HALLMARK_MYOGENESIS

HALLMARK_TNFA_SIGNALING_VIA_NFKB

HALLMARK_APICAL_JUNCTION

HALLMARK_KRAS_SIGNALING_UP

HALLMARK_UV_RESPONSE_DN

HALLMARK_ANGIOGENESIS

HALLMARK_APOPTOSIS

HALLMARK_P53_PATHWAY

HALLMARK_ADIPOGENESIS

HALLMARK_OXIDATIVE_PHOSPHORYLATION

HALLMARK_FATTY_ACID_METABOLISM

HALLMARK_INTERFERON_ALPHA_RESPONSE

HALLMARK_GLYCOLYSIS

HALLMARK_INTERFERON_GAMMA_RESPONSE

HALLMARK_BILE_ACID_METABOLISM

HALLMARK_UNFOLDED_PROTEIN_RESPONSE

HALLMARK_ESTROGEN_RESPONSE_EARLY

HALLMARK_ESTROGEN_RESPONSE_LATE

HALLMARK_ANDROGEN_RESPONSE

HALLMARK_MYC_TARGETS_V1

HALLMARK_PANCREAS_BETA_CELLS

HALLMARK_MYC_TARGETS_V2

HALLMARK_PEROXISOME
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GO_EXTRACELLULAR_STRUCTURE_ORGANIZATION

GO_VASCULATURE_DEVELOPMENT

GO_COLLAGEN_FIBRIL_ORGANIZATION

GO_BIOLOGICAL_ADHESION

GO_BLOOD_VESSEL_MORPHOGENESIS

GO_TUBE_DEVELOPMENT

GO_CIRCULATORY_SYSTEM_DEVELOPMENT

GO_ANATOMICAL_STRUCTURE_FORMATION_INVOLVED_IN_MORPHOGENESIS

GO_TUBE_MORPHOGENESIS

GO_COLLAGEN_METABOLIC_PROCESS

GO_VIRAL_GENOME_REPLICATION

GO_VIRAL_LIFE_CYCLE

GO_REGULATION_OF_SYMBIOTIC_PROCESS

GO_REGULATION_OF_VIRAL_LIFE_CYCLE

GO_REGULATION_OF_VIRAL_GENOME_REPLICATION

GO_MAINTENANCE_OF_LOCATION

GO_MYELOID_LEUKOCYTE_MEDIATED_IMMUNITY

GO_IMMUNE_EFFECTOR_PROCESS

GO_NEGATIVE_REGULATION_OF_MACROPHAGE_CHEMOTAXIS

GO_VIRAL_RNA_GENOME_REPLICATION

GO_CELL_DIFFERENTIATION_INVOLVED_IN_EMBRYONIC_PLACENTA_DEVELOPMENT

GO_TELOMERASE_HOLOENZYME_COMPLEX_ASSEMBLY

GO_PLACENTA_DEVELOPMENT

GO_POSITIVE_REGULATION_OF_TAU_PROTEIN_KINASE_ACTIVITY

GO_NEGATIVE_REGULATION_OF_TRANSFORMING_GROWTH_FACTOR_BETA_PRODUCTION

GO_ANTIBACTERIAL_HUMORAL_RESPONSE

GO_REGULATION_OF_TAU_PROTEIN_KINASE_ACTIVITY

GO_EMBRYONIC_PLACENTA_DEVELOPMENT

GO_PROTEOLYSIS

GO_REGULATION_OF_PEPTIDASE_ACTIVITY
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KEGG_ECM_RECEPTOR_INTERACTION

KEGG_FOCAL_ADHESION

KEGG_COMPLEMENT_AND_COAGULATION_CASCADES

KEGG_VIRAL_MYOCARDITIS

KEGG_ALLOGRAFT_REJECTION

KEGG_GRAFT_VERSUS_HOST_DISEASE

KEGG_TYPE_I_DIABETES_MELLITUS

KEGG_ANTIGEN_PROCESSING_AND_PRESENTATION

KEGG_AUTOIMMUNE_THYROID_DISEASE

KEGG_CELL_ADHESION_MOLECULES_CAMS

KEGG_PARKINSONS_DISEASE

KEGG_OXIDATIVE_PHOSPHORYLATION

KEGG_VIBRIO_CHOLERAE_INFECTION

KEGG_ALZHEIMERS_DISEASE

KEGG_PPAR_SIGNALING_PATHWAY

KEGG_HUNTINGTONS_DISEASE

KEGG_ARRHYTHMOGENIC_RIGHT_VENTRICULAR_CARDIOMYOPATHY_ARVC

KEGG_CARDIAC_MUSCLE_CONTRACTION

KEGG_GLYOXYLATE_AND_DICARBOXYLATE_METABOLISM

KEGG_PROGESTERONE_MEDIATED_OOCYTE_MATURATION

KEGG_NOD_LIKE_RECEPTOR_SIGNALING_PATHWAY

KEGG_PROSTATE_CANCER

KEGG_PATHWAYS_IN_CANCER
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REACTOME_EXTRACELLULAR_MATRIX_ORGANIZATION

REACTOME_DEGRADATION_OF_THE_EXTRACELLULAR_MATRIX

REACTOME_ECM_PROTEOGLYCANS

REACTOME_INTEGRIN_CELL_SURFACE_INTERACTIONS

REACTOME_COLLAGEN_FORMATION

REACTOME_COLLAGEN_BIOSYNTHESIS_AND_MODIFYING_ENZYMES

REACTOME_COLLAGEN_DEGRADATION

REACTOME_ASSEMBLY_OF_COLLAGEN_FIBRILS_AND_OTHER_MULTIMERIC_STRUCTURES

REACTOME_COLLAGEN_CHAIN_TRIMERIZATION

REACTOME_NON_INTEGRIN_MEMBRANE_ECM_INTERACTIONS

REACTOME_NEUTROPHIL_DEGRANULATION

REACTOME_FORMATION_OF_THE_CORNIFIED_ENVELOPE

REACTOME_LYSOSOME_VESICLE_BIOGENESIS

REACTOME_METABOLISM_OF_FAT_SOLUBLE_VITAMINS

REACTOME_INNATE_IMMUNE_SYSTEM

REACTOME_GOLGI_ASSOCIATED_VESICLE_BIOGENESIS

REACTOME_KERATINIZATION

REACTOME_TRANS_GOLGI_NETWORK_VESICLE_BUDDING

REACTOME_CHAPERONE_MEDIATED_AUTOPHAGY

REACTOME_DEVELOPMENTAL_BIOLOGY

REACTOME_UPTAKE_AND_FUNCTION_OF_DIPHTHERIA_TOXIN

REACTOME_SEMA3A_PAK_DEPENDENT_AXON_REPULSION

REACTOME_SIGNALING_BY_NUCLEAR_RECEPTORS

REACTOME_ATTENUATION_PHASE

REACTOME_UPTAKE_AND_ACTIONS_OF_BACTERIAL_TOXINS

REACTOME_HSF1_ACTIVATION

REACTOME_HSF1_DEPENDENT_TRANSACTIVATION

REACTOME_HSP90_CHAPERONE_CYCLE_FOR_STEROID_HORMONE_RECEPTORS_SHR_

REACTOME_ESR_MEDIATED_SIGNALING
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