LRRC75A

MUC5B
LINC01637

NRAD1

PTK2B
SCGB1D4

ZNF891

HRAS
ADM
ZNF738

HAUSS
KCTD2

AL049795.1

DCAKD
AL645924.1

BX664727.3

DHX8
AL135999.1
TNFRSF14-AS1

TIMM10B
AC067852.2

WRN
PEX3

Cholinerqic neurons
mocytes

Plasma cells
Adipocytes
Hepatocytes
Luminal epithelial cells
Cholangiocytes

Clara cells

Airway goblet cells
Goblet cells

Ductal cells

Egsﬂon cells
Keratinocytes
Chondrocytes
Urothelial cells
Gamma delta T cells
Muller cells
Ca,rd|0mYoc¥tes
Epithelial cells
Olfactory epithelial cells
Acinar cells i
Adipocyte progenitor cells
Adrenergic neurons
Epiblastcells
Pluripotent stem cells
Embryonic stem cells
Platelets

Germ cells

Neurons

E_nterocgtes i

Alrway épithelial cells
Airway smooth muscle cells
Basophils

Mast

cells
Erythroid-like and erythroid precursor cells

Cajal-Retzius cells

Granulosa cells

Alveolar macrophages

Luteal cells

Neutrophils

Sertoli cells

NK cells

Enteric neurons

Podocytes

Pulmonary alveolar type | cells
Macrophages

Pericytes .

Enterochromaffin cells

Re pulp_macrophages . .
Endothelial cells (blood brain barrier)
Peri-islet Schwann cells

Qligodendrocytes
O%eoclasts

T helper cells
Osteoblasts
Microglia

Tcells
Endothelial cells
Al {Jha cells
Intercalated cells
Satellite cells

Plasmacytoid dendritic cells
Interneurons

€ ocytes
Trl%emlnal neurons

affin cells
Proximal tubule cells
Hepatic stellate cells
Fibroblasts

uocytes
Meni| _?eal_cells
Satellite glial cells
Glomus cells
Tuft cells
Ependymal cells
Neural'stem/precursor cells
Bcells.
Myoepithelial cells
Micraofold cells
Dendritic cells

Erythroblasts
Smooth muscle cells
Endothelial cells (aorta)

Pvalue(-log10)

oON O



LRRC75A

MUC5B
LINC01637

NRAD1

PTK2B
SCGB1D4

ZNF891

HRAS

ADM
ZNF738

HAUS8
KCTD2

AL049795.1

DCAKD
AL645924.1

BX664727.3

DHX8
AL135999.1
TNFRSF14-AS1

TIMM10B
AC067852.2

WRN
PEX3

HALLMARK_TGF_BETA_SIGNALING
HALLMARK_IL6_JAK_STAT3_SIGNALING
HALLMARK_PI3K_AKT_MTOR_SIGNALING
HALLMARK_ADIPOGENESIS
HALLMARK_ALLOGRAFT_REJECTION
HALLMARK_MTORC1_SIGNALING
HALLMARK_INTERFERON_ALPHA_RESPONSE
HALLMARK_PEROXISOME
HALLMARK_UNFOLDED_PROTEIN_RESPONSE
HALLMARK_FATTY_ACID_METABOLISM
HALLMARK_KRAS_SIGNALING_UP
HALLMARK_COAGULATION
HALLMARK_COMPLEMENT
HALLMARK_ESTROGEN_RESPONSE_LATE
HALLMARK_HEME_METABOLISM
HALLMARK_INTERFERON_GAMMA_RESPONSE
HALLMARK_ANDROGEN_RESPONSE
HALLMARK_G2M_CHECKPOINT
HALLMARK_PROTEIN_SECRETION
HALLMARK_MITOTIC_SPINDLE
HALLMARK_WNT_BETA_CATENIN_SIGNALING
HALLMARK_UV_RESPONSE_DN
HALLMARK_APICAL_JUNCTION
HALLMARK_E2F_TARGETS
HALLMARK_GLYCOLYSIS
HALLMARK_ANGIOGENESIS
HALLMARK_APICAL_SURFACE

Pvalue(-log10)

HALLMARK_APOPTOSIS 2
HALLMARK_BILE_ACID_METABOLISM

HALLMARK_CHOLESTEROL_HOMEOSTASIS 1
HALLMARK_UV_RESPONSE_UP 0

HALLMARK_ESTROGEN_RESPONSE_EARLY
HALLMARK_P53_PATHWAY

HALLMARK_DNA_REPAIR

HALLMARK_HYPOXIA
HALLMARK_HEDGEHOG_SIGNALING
HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
HALLMARK_MYC_TARGETS_V1
HALLMARK_XENOBIOTIC_METABOLISM
HALLMARK_IL2_STAT5_SIGNALING
HALLMARK_INFLAMMATORY _RESPONSE
HALLMARK_KRAS_SIGNALING_DN
HALLMARK_TNFA_SIGNALING_VIA_NFKB
HALLMARK_PANCREAS_BETA_CELLS
HALLMARK_SPERMATOGENESIS
HALLMARK_REACTIVE_OXYGEN_SPECIES_PATHWAY
HALLMARK_MYC_TARGETS_V2
HALLMARK_MYOGENESIS



LRRC75A

MUC5B
LINC01637

NRAD1

PTK2B
SCGB1D4

ZNF891

HRAS
ADM
ZNF738

HAUS8
KCTD2

AL049795.1

DCAKD
AL645924.1

BX664727.3

DHX8
AL135999.1
TNFRSF14-AS1

TIMM10B
AC067852.2

WRN
PEX3

BATION
NAREEESROTEIN_KINASE_SIGNALING._(

ANPMMUNE_RESPONSE
BGiBEAHOK
TIMULUS

S%@%E MULTIVESIC

FavaeT ING_G_PROTEIN COUPLED RECEF

COF A éﬁt'iRQ_NS@A&%Qu%ﬁPRBT@NTROSO
INTERPHASE_MICROTUBULE _ ORGANIZING _CEN

%ﬁﬁ)stTHETlc PROCESS
INVOLVED_IN_IMMUNE_RE!

A VAR PR G BN

- M Y_SQ‘QMQEL_PROTHN_CONJUGATlON_c

2 | RROTEIN_CONJ
CHENRRREEPATHWAY

é[&%ﬁ&k?ﬁ%%ﬁ%TERASE_ACTIV

]FTABOLICJ’ROCESS

IOMATID_COHESION
_ASSEMBL

ESS
? _MIGRATION

P | YCLE CLEARANCE
iEotsvalee(-logl0)
” STIMULUS
IZATION_OR YMERIZATION
gl %TYPES
= %Bpt‘&m T6)N
Shciihy RER AV IMPKBH
¢ | E

FRNSE_II_PROMOTER

eREARGATON "=
E@g@@ggﬁ%h@mmﬁm

Egﬁk@ﬁﬁfé‘%ﬁh’Al PRODUC

6@%%8EE ASSEMBLY_SITE
§ TIC_PROCESS
POTENTIAL
-EERENTIATION_IN_THYMUS

NGB hst AEHRAR RSV REARS

%%MWCTION_ARBORIZATION



LRRC75A

MUC5B
LINC01637

NRAD1

PTK2B
SCGB1D4

ZNF891

HRAS
ADM
ZNF738

HAUS8
KCTD2

AL049795.1

DCAKD
AL645924.1

BX664727.3

DHX8
AL135999.1
TNFRSF14-AS1

il

TIMM10B
AC067852.2

WRN
PEX3 [

%ﬁlBB‘ﬁH&?&L—_‘MF&&ﬂ%\M
IAY

: “‘qg

S UTTITUSSEE)

NHO

!

T OUW 2

LT

PDOME | ﬁ_m&

| (RISKELETON

GULATION_CASCADES

+ERAFBEGENTATION

EMIA

%MEJ@S&M%MN

JATED_CYTOTOXICITY
NTHESIS

I&B?GMENﬁBOLISM

“TIGAND_RECEPTOR_INTERACTION
N
MA

REPAIR
CANCER

WAY Pvalue(-log10)

é fﬂ%ﬁ%ﬁ%@%@ﬂmwmm

%FIO N_FACTORS 2

NSING_PATHWAY

OLISM 1
PATHWAY

O W)

—tA

Al

&ERLF"_WCHEA’\F CARDIOMYOPAFHY_ARVC

e O o mesrss

IN_VESICULAR_TRANSPORT

j&éqlﬁ%lél&&\ﬁABSORPTION

@CYTE MATURATION

YWF&RACTION

ADATION
NINE_METABOLISM

| E_EX&'&)CHROME_PASO

_ SCLEROSIS_ALS

y E%QTEOLYSIS
|
g



LRRC75A

MUC5B
LINC01637

NRAD1

PTK2B
SCGB1D4

ZNF891

HRAS

ADM
ZNF738

HAUS8
KCTD2

AL049795.1

DCAKD
AL645924.1

BX664727.3

DHX8
AL135999.1
TNFRSF14-AS1

TIMM10B
AC067852.2

WRN
PEX3

% ORMATION_AND_ARYLSULFATASE._

NER

?EﬁH&'&.N;

S
L N%RMESENCHYN
PGBE@R%RéRELEERﬁﬁBC

= —RELATEDG-FHOLEER

CHMENT_AND_MIGRATION
M'LE(NE}‘W@WP'\‘:%NE COLLAPSE

—COFACTORS

_REQUIRED_FOR_GAG_SY}
YTOSOL

LISM_BY_PPARALPHA
[FR LﬂR'ﬁGKJCHON |_VARIANTS

AR DS FRFSTURES_ON_THE

gwmow
PEXIAEMERINBLE_FACTOR
WsE, NOLYSIS_

R RITHOAMSACELL_CYCLE_GENE

T AN C FUEMIGRATION
ISSURAL-AXON -PATHF| - _§|_||9_%ﬂ9_)R0[
ESTARILZES_MR!
c VI BM

A Y. Y

ORYLATION
E

S o
L"l‘ﬁ'e BY INeolEING INTEGRIN_ADH
TE_STAG

E_BRANCHING_MOFR
BLACTIVATORS AND_CA:

ACTIVITY_BRAF_MUTANTS

]

g‘ SIS
ATE_BINDING

E 6l\_/l EPW _CLEAV/
| AXR ! BREIGERRRAN

 IMPORT
PRRESION



