
B cells
Plasma cells
Plasmacytoid dendritic cells
B cells naive
B cells memory
Trophoblast progenitor cells
T helper cells
Acinar cells
Adipocyte progenitor cells
Adipocytes
Monocytes
Neural stem/precursor cells
Kupffer cells
Macrophages
T cells
T regulatory cells
Epithelial cells
Myoblasts
Tuft cells
Ductal cells
Cholangiocytes
Basal cells
Mammary epithelial cells
Luminal epithelial cells
Keratinocytes
Principal cells
Chondrocytes
Microfold cells
Fibroblasts
Hepatic stellate cells
Pancreatic stellate cells
Osteoblasts
Mesangial cells
Myofibroblasts
Pericytes
Myoepithelial cells
Peritubular myoid cells
T memory cells
NK cells
Platelets
Microglia
Dendritic cells
Endothelial cells
Glomus cells
Hematopoietic stem cells
Stromal cells
Pulmonary vascular smooth muscle cells
Megakaryocytes
Gamma delta T cells
Enteroendocrine cells
Reticulocytes
Embryonic stem cells
Undefined placental cells
Langerhans cells
Endothelial cells (blood brain barrier)
Epiblast cells
Erythroblasts
Peri−islet Schwann cells
Podocytes
Neurons
Schwann cells
Beta cells
Müller cells
Smooth muscle cells
Oligodendrocytes
Mesothelial cells
Leydig cells
Cardiomyocytes
Trophoblast cells
Natural killer T cells
Astrocytes
Mast cells
Tanycytes
Loop of Henle cells
Basophils
Myeloid−derived suppressor cells
Enterochromaffin cells
GABAergic neurons
Endothelial cells (aorta)
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HALLMARK_APOPTOSIS

HALLMARK_IL2_STAT5_SIGNALING

HALLMARK_ALLOGRAFT_REJECTION

HALLMARK_ESTROGEN_RESPONSE_LATE

HALLMARK_HEME_METABOLISM

HALLMARK_INTERFERON_GAMMA_RESPONSE

HALLMARK_KRAS_SIGNALING_DN

HALLMARK_MTORC1_SIGNALING

HALLMARK_INTERFERON_ALPHA_RESPONSE

HALLMARK_UNFOLDED_PROTEIN_RESPONSE

HALLMARK_INFLAMMATORY_RESPONSE

HALLMARK_TNFA_SIGNALING_VIA_NFKB

HALLMARK_IL6_JAK_STAT3_SIGNALING

HALLMARK_UV_RESPONSE_UP

HALLMARK_COMPLEMENT

HALLMARK_REACTIVE_OXYGEN_SPECIES_PATHWAY

HALLMARK_ESTROGEN_RESPONSE_EARLY

HALLMARK_KRAS_SIGNALING_UP

HALLMARK_P53_PATHWAY

HALLMARK_ANDROGEN_RESPONSE

HALLMARK_COAGULATION

HALLMARK_ADIPOGENESIS

HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION

HALLMARK_ANGIOGENESIS

HALLMARK_MYOGENESIS

HALLMARK_UV_RESPONSE_DN

HALLMARK_APICAL_JUNCTION

HALLMARK_GLYCOLYSIS

HALLMARK_WNT_BETA_CATENIN_SIGNALING

HALLMARK_TGF_BETA_SIGNALING

HALLMARK_MYC_TARGETS_V1

HALLMARK_OXIDATIVE_PHOSPHORYLATION

HALLMARK_E2F_TARGETS

HALLMARK_CHOLESTEROL_HOMEOSTASIS

HALLMARK_G2M_CHECKPOINT

HALLMARK_MYC_TARGETS_V2

HALLMARK_PEROXISOME

HALLMARK_PANCREAS_BETA_CELLS

HALLMARK_HYPOXIA

HALLMARK_XENOBIOTIC_METABOLISM
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GO_HUMORAL_IMMUNE_RESPONSE_MEDIATED_BY_CIRCULATING_IMMUNOGLOBULIN
GO_COMPLEMENT_ACTIVATION
GO_PHAGOCYTOSIS_RECOGNITION
GO_HUMORAL_IMMUNE_RESPONSE
GO_B_CELL_MEDIATED_IMMUNITY
GO_B_CELL_RECEPTOR_SIGNALING_PATHWAY
GO_B_CELL_ACTIVATION
GO_REGULATION_OF_B_CELL_ACTIVATION
GO_POSITIVE_REGULATION_OF_B_CELL_ACTIVATION
GO_ADAPTIVE_IMMUNE_RESPONSE_BASED_ON_SOMATIC_RECOMBINATION_OF_IMMUNE_RECEPTORS_BUILT_FROM_IMMUNOGLOBULIN_SUPERFAMILY_DOMAINS
GO_RESPONSE_TO_TYPE_I_INTERFERON
GO_RESPONSE_TO_VIRUS
GO_DEFENSE_RESPONSE_TO_VIRUS
GO_DEFENSE_RESPONSE_TO_OTHER_ORGANISM
GO_RESPONSE_TO_CYTOKINE
GO_INNATE_IMMUNE_RESPONSE
GO_RESPONSE_TO_BIOTIC_STIMULUS
GO_CYTOKINE_MEDIATED_SIGNALING_PATHWAY
GO_DEFENSE_RESPONSE
GO_RESPONSE_TO_INTERFERON_GAMMA
GO_CORNIFICATION
GO_GRANULOCYTE_CHEMOTAXIS
GO_GRANULOCYTE_MIGRATION
GO_NEUTROPHIL_CHEMOTAXIS
GO_RESPONSE_TO_MOLECULE_OF_BACTERIAL_ORIGIN
GO_MYELOID_LEUKOCYTE_MIGRATION
GO_KERATINIZATION
GO_CELLULAR_TRANSITION_METAL_ION_HOMEOSTASIS
GO_LEUKOCYTE_CHEMOTAXIS
GO_NEUTROPHIL_MIGRATION
GO_EXTRACELLULAR_STRUCTURE_ORGANIZATION
GO_COLLAGEN_FIBRIL_ORGANIZATION
GO_ENDODERMAL_CELL_DIFFERENTIATION
GO_ENDODERM_FORMATION
GO_SKELETAL_SYSTEM_DEVELOPMENT
GO_ANIMAL_ORGAN_MORPHOGENESIS
GO_ENDODERM_DEVELOPMENT
GO_VASCULATURE_DEVELOPMENT
GO_CONNECTIVE_TISSUE_DEVELOPMENT
GO_FORMATION_OF_PRIMARY_GERM_LAYER
GO_ADAPTIVE_IMMUNE_RESPONSE
GO_POSITIVE_REGULATION_OF_IMMUNE_SYSTEM_PROCESS
GO_REGULATION_OF_IMMUNE_RESPONSE
GO_REGULATION_OF_IMMUNE_SYSTEM_PROCESS
GO_ANTIGEN_PROCESSING_AND_PRESENTATION
GO_ANTIGEN_PROCESSING_AND_PRESENTATION_OF_PEPTIDE_ANTIGEN
GO_POSITIVE_REGULATION_OF_IMMUNE_RESPONSE
GO_CELL_ACTIVATION
GO_ANTIGEN_PROCESSING_AND_PRESENTATION_OF_PEPTIDE_OR_POLYSACCHARIDE_ANTIGEN_VIA_MHC_CLASS_II
GO_BLOOD_VESSEL_MORPHOGENESIS
GO_TUBE_MORPHOGENESIS
GO_CIRCULATORY_SYSTEM_DEVELOPMENT
GO_ANATOMICAL_STRUCTURE_FORMATION_INVOLVED_IN_MORPHOGENESIS
GO_TUBE_DEVELOPMENT
GO_ENDOTHELIUM_DEVELOPMENT
GO_BIOLOGICAL_ADHESION
GO_ENDOTHELIAL_CELL_DEVELOPMENT
GO_BRANCHING_INVOLVED_IN_BLOOD_VESSEL_MORPHOGENESIS
GO_OXIDATIVE_PHOSPHORYLATION
GO_ATP_METABOLIC_PROCESS
GO_AEROBIC_ELECTRON_TRANSPORT_CHAIN
GO_ATP_SYNTHESIS_COUPLED_ELECTRON_TRANSPORT
GO_PROTON_TRANSMEMBRANE_TRANSPORT
GO_ATP_SYNTHESIS_COUPLED_PROTON_TRANSPORT
GO_RESPIRATORY_ELECTRON_TRANSPORT_CHAIN
GO_RIBONUCLEOSIDE_TRIPHOSPHATE_METABOLIC_PROCESS
GO_AEROBIC_RESPIRATION
GO_PURINE_NUCLEOSIDE_TRIPHOSPHATE_METABOLIC_PROCESS
GO_MAINTENANCE_OF_PROTEIN_LOCATION_IN_EXTRACELLULAR_REGION
GO_ELASTIC_FIBER_ASSEMBLY
GO_SEQUESTERING_OF_EXTRACELLULAR_LIGAND_FROM_RECEPTOR
GO_EXTRACELLULAR_REGULATION_OF_SIGNAL_TRANSDUCTION
GO_BONE_TRABECULA_MORPHOGENESIS
GO_ENZYME_LINKED_RECEPTOR_PROTEIN_SIGNALING_PATHWAY
GO_POSITIVE_REGULATION_OF_TRANSCRIPTION_BY_RNA_POLYMERASE_I
GO_STRESS_GRANULE_ASSEMBLY
GO_CELLULAR_AMINO_ACID_BIOSYNTHETIC_PROCESS
GO_REGULATION_OF_SODIUM_ION_TRANSPORT
GO_MUSCLE_SYSTEM_PROCESS
GO_REGULATION_OF_SYSTEM_PROCESS
GO_COLLAGEN_METABOLIC_PROCESS
GO_REGULATION_OF_MUSCLE_SYSTEM_PROCESS
GO_NEGATIVE_REGULATION_OF_CELL_ADHESION
GO_WOUND_HEALING_INVOLVED_IN_INFLAMMATORY_RESPONSE
GO_NEGATIVE_REGULATION_OF_INSULIN_LIKE_GROWTH_FACTOR_RECEPTOR_SIGNALING_PATHWAY
GO_REGULATION_OF_CELL_POPULATION_PROLIFERATION
GO_NEGATIVE_REGULATION_OF_SIGNALING
GO_RESPONSE_TO_OXYGEN_CONTAINING_COMPOUND
GO_CELLULAR_RESPONSE_TO_OXYGEN_CONTAINING_COMPOUND
GO_CELLULAR_RESPONSE_TO_ENDOGENOUS_STIMULUS
GO_RESPONSE_TO_HORMONE
GO_RESPONSE_TO_ENDOGENOUS_STIMULUS
GO_REGULATION_OF_CELL_DEATH
GO_RESPONSE_TO_NITROGEN_COMPOUND
GO_CELLULAR_RESPONSE_TO_HORMONE_STIMULUS
GO_NEURON_PROJECTION_REGENERATION
GO_POST_TRANSLATIONAL_PROTEIN_MODIFICATION
GO_DECIDUALIZATION
GO_POSITIVE_REGULATION_OF_SECRETION
GO_MODIFIED_AMINO_ACID_TRANSPORT
GO_ANDROGEN_METABOLIC_PROCESS
GO_REGULATION_OF_EXTENT_OF_CELL_GROWTH
GO_MATERNAL_PLACENTA_DEVELOPMENT
GO_AMYLOID_BETA_CLEARANCE
GO_AMINO_SUGAR_METABOLIC_PROCESS
GO_IRE1_MEDIATED_UNFOLDED_PROTEIN_RESPONSE
GO_CELL_ADHESION_MEDIATED_BY_INTEGRIN
GO_OUTFLOW_TRACT_MORPHOGENESIS
GO_CELL_SUBSTRATE_ADHESION
GO_NEGATIVE_REGULATION_OF_CYSTEINE_TYPE_ENDOPEPTIDASE_ACTIVITY
GO_POSITIVE_REGULATION_OF_PEPTIDYL_SERINE_PHOSPHORYLATION
GO_ENDOPLASMIC_RETICULUM_UNFOLDED_PROTEIN_RESPONSE
GO_REGULATION_OF_PEPTIDASE_ACTIVITY
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KEGG_PROTEIN_EXPORT
KEGG_PRIMARY_IMMUNODEFICIENCY
KEGG_ACUTE_MYELOID_LEUKEMIA
KEGG_B_CELL_RECEPTOR_SIGNALING_PATHWAY
KEGG_ABC_TRANSPORTERS
KEGG_ADHERENS_JUNCTION
KEGG_ADIPOCYTOKINE_SIGNALING_PATHWAY
KEGG_ALANINE_ASPARTATE_AND_GLUTAMATE_METABOLISM
KEGG_ALDOSTERONE_REGULATED_SODIUM_REABSORPTION
KEGG_ALLOGRAFT_REJECTION
KEGG_RIG_I_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_CYTOKINE_CYTOKINE_RECEPTOR_INTERACTION
KEGG_CYTOSOLIC_DNA_SENSING_PATHWAY
KEGG_CHEMOKINE_SIGNALING_PATHWAY
KEGG_PROTEASOME
KEGG_INTESTINAL_IMMUNE_NETWORK_FOR_IGA_PRODUCTION
KEGG_JAK_STAT_SIGNALING_PATHWAY
KEGG_NOD_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_LEUKOCYTE_TRANSENDOTHELIAL_MIGRATION
KEGG_GLUTATHIONE_METABOLISM
KEGG_TIGHT_JUNCTION
KEGG_CELL_ADHESION_MOLECULES_CAMS
KEGG_REGULATION_OF_ACTIN_CYTOSKELETON
KEGG_PORPHYRIN_AND_CHLOROPHYLL_METABOLISM
KEGG_BLADDER_CANCER
KEGG_PATHOGENIC_ESCHERICHIA_COLI_INFECTION
KEGG_ARACHIDONIC_ACID_METABOLISM
KEGG_ECM_RECEPTOR_INTERACTION
KEGG_FOCAL_ADHESION
KEGG_TGF_BETA_SIGNALING_PATHWAY
KEGG_VASCULAR_SMOOTH_MUSCLE_CONTRACTION
KEGG_GLYCOSAMINOGLYCAN_BIOSYNTHESIS_CHONDROITIN_SULFATE
KEGG_NICOTINATE_AND_NICOTINAMIDE_METABOLISM
KEGG_VIRAL_MYOCARDITIS
KEGG_GRAFT_VERSUS_HOST_DISEASE
KEGG_TYPE_I_DIABETES_MELLITUS
KEGG_ANTIGEN_PROCESSING_AND_PRESENTATION
KEGG_AUTOIMMUNE_THYROID_DISEASE
KEGG_ASTHMA
KEGG_LEISHMANIA_INFECTION
KEGG_COMPLEMENT_AND_COAGULATION_CASCADES
KEGG_NOTCH_SIGNALING_PATHWAY
KEGG_HEMATOPOIETIC_CELL_LINEAGE
KEGG_GAP_JUNCTION
KEGG_HUNTINGTONS_DISEASE
KEGG_OXIDATIVE_PHOSPHORYLATION
KEGG_PARKINSONS_DISEASE
KEGG_ALZHEIMERS_DISEASE
KEGG_SPLICEOSOME
KEGG_CARDIAC_MUSCLE_CONTRACTION
KEGG_MISMATCH_REPAIR
KEGG_DNA_REPLICATION
KEGG_GLYCOLYSIS_GLUCONEOGENESIS
KEGG_PPAR_SIGNALING_PATHWAY
KEGG_PROSTATE_CANCER
KEGG_GLYCOSAMINOGLYCAN_BIOSYNTHESIS_HEPARAN_SULFATE
KEGG_AXON_GUIDANCE
KEGG_BASE_EXCISION_REPAIR
KEGG_ARRHYTHMOGENIC_RIGHT_VENTRICULAR_CARDIOMYOPATHY_ARVC
KEGG_HYPERTROPHIC_CARDIOMYOPATHY_HCM
KEGG_DILATED_CARDIOMYOPATHY
KEGG_ARGININE_AND_PROLINE_METABOLISM
KEGG_P53_SIGNALING_PATHWAY
KEGG_MAPK_SIGNALING_PATHWAY
KEGG_TYPE_II_DIABETES_MELLITUS
KEGG_PRION_DISEASES
KEGG_TASTE_TRANSDUCTION
KEGG_COLORECTAL_CANCER
KEGG_LONG_TERM_DEPRESSION
KEGG_VALINE_LEUCINE_AND_ISOLEUCINE_BIOSYNTHESIS
KEGG_PANTOTHENATE_AND_COA_BIOSYNTHESIS
KEGG_VALINE_LEUCINE_AND_ISOLEUCINE_DEGRADATION
KEGG_N_GLYCAN_BIOSYNTHESIS
KEGG_MTOR_SIGNALING_PATHWAY
KEGG_OTHER_GLYCAN_DEGRADATION
KEGG_WNT_SIGNALING_PATHWAY
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REACTOME_FCGR_ACTIVATION
REACTOME_SCAVENGING_OF_HEME_FROM_PLASMA
REACTOME_CREATION_OF_C4_AND_C2_ACTIVATORS
REACTOME_INITIAL_TRIGGERING_OF_COMPLEMENT
REACTOME_ROLE_OF_PHOSPHOLIPIDS_IN_PHAGOCYTOSIS
REACTOME_FCGR3A_MEDIATED_IL10_SYNTHESIS
REACTOME_BINDING_AND_UPTAKE_OF_LIGANDS_BY_SCAVENGER_RECEPTORS
REACTOME_CD22_MEDIATED_BCR_REGULATION
REACTOME_COMPLEMENT_CASCADE
REACTOME_PARASITE_INFECTION
REACTOME_INTERFERON_SIGNALING
REACTOME_INTERFERON_ALPHA_BETA_SIGNALING
REACTOME_CYTOKINE_SIGNALING_IN_IMMUNE_SYSTEM
REACTOME_ANTIVIRAL_MECHANISM_BY_IFN_STIMULATED_GENES
REACTOME_INTERFERON_GAMMA_SIGNALING
REACTOME_OAS_ANTIVIRAL_RESPONSE
REACTOME_NEGATIVE_REGULATORS_OF_DDX58_IFIH1_SIGNALING
REACTOME_DDX58_IFIH1_MEDIATED_INDUCTION_OF_INTERFERON_ALPHA_BETA
REACTOME_TRAF3_DEPENDENT_IRF_ACTIVATION_PATHWAY
REACTOME_CLASS_I_MHC_MEDIATED_ANTIGEN_PROCESSING_PRESENTATION
REACTOME_FORMATION_OF_THE_CORNIFIED_ENVELOPE
REACTOME_KERATINIZATION
REACTOME_METAL_SEQUESTRATION_BY_ANTIMICROBIAL_PROTEINS
REACTOME_IRON_UPTAKE_AND_TRANSPORT
REACTOME_METAL_ION_SLC_TRANSPORTERS
REACTOME_TIGHT_JUNCTION_INTERACTIONS
REACTOME_NEUTROPHIL_DEGRANULATION
REACTOME_INNATE_IMMUNE_SYSTEM
REACTOME_CELL_CELL_JUNCTION_ORGANIZATION
REACTOME_TRANSPORT_OF_BILE_SALTS_AND_ORGANIC_ACIDS_METAL_IONS_AND_AMINE_COMPOUNDS
REACTOME_EXTRACELLULAR_MATRIX_ORGANIZATION
REACTOME_DEGRADATION_OF_THE_EXTRACELLULAR_MATRIX
REACTOME_COLLAGEN_DEGRADATION
REACTOME_ECM_PROTEOGLYCANS
REACTOME_COLLAGEN_CHAIN_TRIMERIZATION
REACTOME_INTEGRIN_CELL_SURFACE_INTERACTIONS
REACTOME_MET_ACTIVATES_PTK2_SIGNALING
REACTOME_ASSEMBLY_OF_COLLAGEN_FIBRILS_AND_OTHER_MULTIMERIC_STRUCTURES
REACTOME_COLLAGEN_BIOSYNTHESIS_AND_MODIFYING_ENZYMES
REACTOME_MET_PROMOTES_CELL_MOTILITY
REACTOME_MHC_CLASS_II_ANTIGEN_PRESENTATION
REACTOME_ADAPTIVE_IMMUNE_SYSTEM
REACTOME_PD_1_SIGNALING
REACTOME_GENERATION_OF_SECOND_MESSENGER_MOLECULES
REACTOME_COSTIMULATION_BY_THE_CD28_FAMILY
REACTOME_TCR_SIGNALING
REACTOME_ENDOSOMAL_VACUOLAR_PATHWAY
REACTOME_LAMININ_INTERACTIONS
REACTOME_VEGF_LIGAND_RECEPTOR_INTERACTIONS
REACTOME_RESPONSE_TO_ELEVATED_PLATELET_CYTOSOLIC_CA2_
REACTOME_NOTCH4_ACTIVATION_AND_TRANSMISSION_OF_SIGNAL_TO_THE_NUCLEUS
REACTOME_PLATELET_ACTIVATION_SIGNALING_AND_AGGREGATION
REACTOME_SIGNALING_BY_NOTCH4
REACTOME_NOTCH4_INTRACELLULAR_DOMAIN_REGULATES_TRANSCRIPTION
REACTOME_RESPIRATORY_ELECTRON_TRANSPORT_ATP_SYNTHESIS_BY_CHEMIOSMOTIC_COUPLING_AND_HEAT_PRODUCTION_BY_UNCOUPLING_PROTEINS_
REACTOME_THE_CITRIC_ACID_TCA_CYCLE_AND_RESPIRATORY_ELECTRON_TRANSPORT
REACTOME_RESPIRATORY_ELECTRON_TRANSPORT
REACTOME_METALLOTHIONEINS_BIND_METALS
REACTOME_RESPONSE_TO_METAL_IONS
REACTOME_FORMATION_OF_ATP_BY_CHEMIOSMOTIC_COUPLING
REACTOME_MRNA_SPLICING_MINOR_PATHWAY
REACTOME_TRANSCRIPTIONAL_REGULATION_BY_TP53
REACTOME_MRNA_SPLICING
REACTOME_CRISTAE_FORMATION
REACTOME_MOLECULES_ASSOCIATED_WITH_ELASTIC_FIBRES
REACTOME_ELASTIC_FIBRE_FORMATION
REACTOME_GRB7_EVENTS_IN_ERBB2_SIGNALING
REACTOME_TIE2_SIGNALING
REACTOME_SEMA4D_INDUCED_CELL_MIGRATION_AND_GROWTH_CONE_COLLAPSE
REACTOME_SEMA4D_IN_SEMAPHORIN_SIGNALING
REACTOME_SIGNALING_BY_ERBB2
REACTOME_COLLAGEN_FORMATION
REACTOME_REGULATION_OF_INSULIN_LIKE_GROWTH_FACTOR_IGF_TRANSPORT_AND_UPTAKE_BY_INSULIN_LIKE_GROWTH_FACTOR_BINDING_PROTEINS_IGFBPS_
REACTOME_MUSCLE_CONTRACTION
REACTOME_MISSPLICED_LRP5_MUTANTS_HAVE_ENHANCED_BETA_CATENIN_DEPENDENT_SIGNALING
REACTOME_INTERLEUKIN_4_AND_INTERLEUKIN_13_SIGNALING
REACTOME_NGF_STIMULATED_TRANSCRIPTION
REACTOME_NUCLEAR_EVENTS_KINASE_AND_TRANSCRIPTION_FACTOR_ACTIVATION_
REACTOME_SIGNALING_BY_NTRKS
REACTOME_SIGNALING_BY_INTERLEUKINS
REACTOME_INTRACELLULAR_SIGNALING_BY_SECOND_MESSENGERS
REACTOME_SIGNALING_BY_RECEPTOR_TYROSINE_KINASES
REACTOME_RUNX1_REGULATES_TRANSCRIPTION_OF_GENES_INVOLVED_IN_DIFFERENTIATION_OF_KERATINOCYTES
REACTOME_BUTYROPHILIN_BTN_FAMILY_INTERACTIONS
REACTOME_CARGO_CONCENTRATION_IN_THE_ER
REACTOME_POST_TRANSLATIONAL_PROTEIN_MODIFICATION
REACTOME_TRANSPORT_TO_THE_GOLGI_AND_SUBSEQUENT_MODIFICATION
REACTOME_COPII_MEDIATED_VESICLE_TRANSPORT
REACTOME_THE_FATTY_ACID_CYCLING_MODEL
REACTOME_MITOCHONDRIAL_UNCOUPLING
REACTOME_RUNX3_REGULATES_IMMUNE_RESPONSE_AND_CELL_MIGRATION
REACTOME_IRE1ALPHA_ACTIVATES_CHAPERONES
REACTOME_UNFOLDED_PROTEIN_RESPONSE_UPR_
REACTOME_REMOVAL_OF_AMINOTERMINAL_PROPEPTIDES_FROM_GAMMA_CARBOXYLATED_PROTEINS
REACTOME_GAMMA_CARBOXYLATION_TRANSPORT_AND_AMINO_TERMINAL_CLEAVAGE_OF_PROTEINS
REACTOME_NEGATIVE_REGULATION_OF_TCF_DEPENDENT_SIGNALING_BY_WNT_LIGAND_ANTAGONISTS
REACTOME_GAMMA_CARBOXYLATION_HYPUSINE_FORMATION_AND_ARYLSULFATASE_ACTIVATION
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