
Monocytes
Neural stem/precursor cells
Adipocytes
Trophoblast progenitor cells
Luminal epithelial cells
Chondrocytes
Leydig cells
Plasmacytoid dendritic cells
T memory cells
Ependymal cells
Pancreatic stellate cells
Fibroblasts
Hepatic stellate cells
Müller cells
Endothelial cells
Pericytes
Astrocytes
Granulosa cells
Meningeal cells
Peritubular myoid cells
Plasma cells
B cells
B cells naive
B cells memory
Microglia
Acinar cells
Adipocyte progenitor cells
Adrenergic neurons
Myeloid−derived suppressor cells
Dendritic cells
Clara cells
Goblet cells
Megakaryocytes
Neutrophils
Airway goblet cells
Pulmonary alveolar type I cells
Cholangiocytes
Schwann cells
Beta cells
Hepatoblasts
Foveolar cells
Trophoblast cells
Luteal cells
Ductal cells
Trigeminal neurons
Mesothelial cells
Gastric chief cells
Retinal progenitor cells
Crypt cells
Tanycytes
Anterior pituitary gland cells
Loop of Henle cells
Sertoli cells
T regulatory cells
Pyramidal cells
Airway epithelial cells
Airway smooth muscle cells
Olfactory epithelial cells
Alpha cells
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HALLMARK_INTERFERON_GAMMA_RESPONSE

HALLMARK_INTERFERON_ALPHA_RESPONSE

HALLMARK_IL6_JAK_STAT3_SIGNALING

HALLMARK_TNFA_SIGNALING_VIA_NFKB

HALLMARK_IL2_STAT5_SIGNALING

HALLMARK_INFLAMMATORY_RESPONSE

HALLMARK_ALLOGRAFT_REJECTION

HALLMARK_APOPTOSIS

HALLMARK_COMPLEMENT

HALLMARK_KRAS_SIGNALING_DN

HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION

HALLMARK_MYOGENESIS

HALLMARK_UV_RESPONSE_DN

HALLMARK_COAGULATION

HALLMARK_HYPOXIA

HALLMARK_ANGIOGENESIS

HALLMARK_ADIPOGENESIS

HALLMARK_ANDROGEN_RESPONSE

HALLMARK_APICAL_JUNCTION

HALLMARK_APICAL_SURFACE

HALLMARK_BILE_ACID_METABOLISM

HALLMARK_CHOLESTEROL_HOMEOSTASIS

HALLMARK_ESTROGEN_RESPONSE_EARLY

HALLMARK_ESTROGEN_RESPONSE_LATE

HALLMARK_GLYCOLYSIS

HALLMARK_KRAS_SIGNALING_UP

HALLMARK_REACTIVE_OXYGEN_SPECIES_PATHWAY

HALLMARK_MTORC1_SIGNALING

HALLMARK_P53_PATHWAY

HALLMARK_XENOBIOTIC_METABOLISM

HALLMARK_HEDGEHOG_SIGNALING

HALLMARK_UV_RESPONSE_UP

HALLMARK_PEROXISOME

HALLMARK_FATTY_ACID_METABOLISM

HALLMARK_OXIDATIVE_PHOSPHORYLATION

HALLMARK_UNFOLDED_PROTEIN_RESPONSE

HALLMARK_DNA_REPAIR

HALLMARK_E2F_TARGETS

HALLMARK_G2M_CHECKPOINT
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GO_DEFENSE_RESPONSE_TO_VIRUS
GO_RESPONSE_TO_VIRUS
GO_RESPONSE_TO_TYPE_I_INTERFERON
GO_RESPONSE_TO_BIOTIC_STIMULUS
GO_DEFENSE_RESPONSE_TO_OTHER_ORGANISM
GO_DEFENSE_RESPONSE
GO_INNATE_IMMUNE_RESPONSE
GO_RESPONSE_TO_CYTOKINE
GO_CYTOKINE_MEDIATED_SIGNALING_PATHWAY
GO_IMMUNE_EFFECTOR_PROCESS
GO_EXTRACELLULAR_STRUCTURE_ORGANIZATION
GO_RESPONSE_TO_ACID_CHEMICAL
GO_COLLAGEN_FIBRIL_ORGANIZATION
GO_RESPONSE_TO_ENDOGENOUS_STIMULUS
GO_RESPONSE_TO_OXYGEN_CONTAINING_COMPOUND
GO_CELLULAR_RESPONSE_TO_ACID_CHEMICAL
GO_CELLULAR_RESPONSE_TO_ENDOGENOUS_STIMULUS
GO_RESPONSE_TO_WOUNDING
GO_OSSIFICATION
GO_BIOLOGICAL_ADHESION
GO_PHAGOCYTOSIS_RECOGNITION
GO_B_CELL_RECEPTOR_SIGNALING_PATHWAY
GO_MEMBRANE_INVAGINATION
GO_POSITIVE_REGULATION_OF_B_CELL_ACTIVATION
GO_HUMORAL_IMMUNE_RESPONSE_MEDIATED_BY_CIRCULATING_IMMUNOGLOBULIN
GO_DEFENSE_RESPONSE_TO_BACTERIUM
GO_COMPLEMENT_ACTIVATION
GO_HUMORAL_IMMUNE_RESPONSE
GO_REGULATION_OF_B_CELL_ACTIVATION
GO_CELL_RECOGNITION
GO_ANTIGEN_PROCESSING_AND_PRESENTATION_OF_EXOGENOUS_PEPTIDE_ANTIGEN_VIA_MHC_CLASS_I_TAP_INDEPENDENT
GO_ANTIGEN_PROCESSING_AND_PRESENTATION_OF_ENDOGENOUS_PEPTIDE_ANTIGEN
GO_ANTIGEN_PROCESSING_AND_PRESENTATION_OF_ENDOGENOUS_ANTIGEN
GO_CELL_ACTIVATION
GO_INTERFERON_GAMMA_MEDIATED_SIGNALING_PATHWAY
GO_CELL_ACTIVATION_INVOLVED_IN_IMMUNE_RESPONSE
GO_NAD_METABOLIC_PROCESS
GO_RESPONSE_TO_OXYGEN_LEVELS
GO_GLYCOLYTIC_PROCESS_THROUGH_FRUCTOSE_6_PHOSPHATE
GO_GLUCOSE_CATABOLIC_PROCESS
GO_NADH_METABOLIC_PROCESS
GO_SEQUESTERING_OF_IRON_ION
GO_NUCLEOTIDE_PHOSPHORYLATION
GO_MYELOID_LEUKOCYTE_ACTIVATION
GO_MONOCARBOXYLIC_ACID_METABOLIC_PROCESS
GO_HEXOSE_CATABOLIC_PROCESS
GO_GLUCOCORTICOID_METABOLIC_PROCESS
GO_C21_STEROID_HORMONE_METABOLIC_PROCESS
GO_STEROID_HORMONE_BIOSYNTHETIC_PROCESS
GO_HORMONE_BIOSYNTHETIC_PROCESS
GO_GLUCOCORTICOID_BIOSYNTHETIC_PROCESS
GO_CELLULAR_HORMONE_METABOLIC_PROCESS
GO_C21_STEROID_HORMONE_BIOSYNTHETIC_PROCESS
GO_STEROID_BIOSYNTHETIC_PROCESS
GO_HORMONE_METABOLIC_PROCESS
GO_CELLULAR_KETONE_METABOLIC_PROCESS
GO_ANDROGEN_RECEPTOR_SIGNALING_PATHWAY
GO_INTRACELLULAR_STEROID_HORMONE_RECEPTOR_SIGNALING_PATHWAY
GO_SELENIUM_COMPOUND_METABOLIC_PROCESS
GO_STEROID_HORMONE_MEDIATED_SIGNALING_PATHWAY
GO_ACTIVATION_INDUCED_CELL_DEATH_OF_T_CELLS
GO_HORMONE_MEDIATED_SIGNALING_PATHWAY
GO_CELLULAR_RESPONSE_TO_STEROID_HORMONE_STIMULUS
GO_NEGATIVE_REGULATION_OF_SUBSTRATE_ADHESION_DEPENDENT_CELL_SPREADING
GO_PHOSPHATE_ION_TRANSMEMBRANE_TRANSPORT
GO_NEGATIVE_REGULATION_OF_STEM_CELL_PROLIFERATION
GO_ENDOTHELIAL_CELL_FATE_COMMITMENT
GO_EPITHELIAL_CELL_FATE_COMMITMENT
GO_ENDOTHELIUM_DEVELOPMENT
GO_AMYLOID_PRECURSOR_PROTEIN_METABOLIC_PROCESS
GO_TUBE_DEVELOPMENT
GO_SUBSTRATE_ADHESION_DEPENDENT_CELL_SPREADING
GO_NEGATIVE_REGULATION_OF_EXTRINSIC_APOPTOTIC_SIGNALING_PATHWAY
GO_POSITIVE_REGULATION_OF_NEURON_DIFFERENTIATION
GO_EPITHELIUM_DEVELOPMENT
GO_DICHOTOMOUS_SUBDIVISION_OF_TERMINAL_UNITS_INVOLVED_IN_SALIVARY_GLAND_BRANCHING
GO_AMYLOID_PRECURSOR_PROTEIN_CATABOLIC_PROCESS
GO_BRANCHED_CHAIN_AMINO_ACID_BIOSYNTHETIC_PROCESS
GO_NEGATIVE_REGULATION_OF_AMYLOID_FIBRIL_FORMATION
GO_CENTRAL_NERVOUS_SYSTEM_MYELIN_MAINTENANCE
GO_MICROGLIAL_CELL_PROLIFERATION
GO_NEURONAL_SIGNAL_TRANSDUCTION
GO_VALINE_METABOLIC_PROCESS
GO_LEUCINE_METABOLIC_PROCESS
GO_POSITIVE_REGULATION_OF_TAU_PROTEIN_KINASE_ACTIVITY
GO_REGULATION_OF_INTRACELLULAR_LIPID_TRANSPORT
GO_REGULATION_OF_CELLULAR_CATABOLIC_PROCESS
GO_REGULATION_OF_TAU_PROTEIN_KINASE_ACTIVITY
GO_NEGATIVE_REGULATION_OF_AMYLOID_BETA_FORMATION
GO_MITOCHONDRIAL_ELECTRON_TRANSPORT_UBIQUINOL_TO_CYTOCHROME_C
GO_PROTEIN_TARGETING
GO_NEGATIVE_REGULATION_OF_AMYLOID_PRECURSOR_PROTEIN_CATABOLIC_PROCESS
GO_REGULATION_OF_CATABOLIC_PROCESS
GO_INTRACELLULAR_STEROL_TRANSPORT
GO_REGULATION_OF_AMYLOID_BETA_FORMATION
GO_POSITIVE_REGULATION_OF_CELLULAR_COMPONENT_BIOGENESIS
GO_REGULATION_OF_CILIUM_ASSEMBLY
GO_PROTEIN_LOCALIZATION_TO_CILIUM
GO_REGULATION_OF_CELLULAR_COMPONENT_BIOGENESIS
GO_POSITIVE_REGULATION_OF_ORGANELLE_ASSEMBLY
GO_POSITIVE_REGULATION_OF_CELLULAR_COMPONENT_ORGANIZATION
GO_MICROTUBULE_BUNDLE_FORMATION
GO_CYTOSKELETON_ORGANIZATION
GO_MICROTUBULE_CYTOSKELETON_ORGANIZATION
GO_POSITIVE_REGULATION_OF_ORGANELLE_ORGANIZATION
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KEGG_RIG_I_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_ANTIGEN_PROCESSING_AND_PRESENTATION
KEGG_CHEMOKINE_SIGNALING_PATHWAY
KEGG_TOLL_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_ALLOGRAFT_REJECTION
KEGG_GRAFT_VERSUS_HOST_DISEASE
KEGG_TYPE_I_DIABETES_MELLITUS
KEGG_AUTOIMMUNE_THYROID_DISEASE
KEGG_CYTOSOLIC_DNA_SENSING_PATHWAY
KEGG_JAK_STAT_SIGNALING_PATHWAY
KEGG_ECM_RECEPTOR_INTERACTION
KEGG_FOCAL_ADHESION
KEGG_PRION_DISEASES
KEGG_COMPLEMENT_AND_COAGULATION_CASCADES
KEGG_SMALL_CELL_LUNG_CANCER
KEGG_TGF_BETA_SIGNALING_PATHWAY
KEGG_SYSTEMIC_LUPUS_ERYTHEMATOSUS
KEGG_REGULATION_OF_ACTIN_CYTOSKELETON
KEGG_PATHWAYS_IN_CANCER
KEGG_ABC_TRANSPORTERS
KEGG_ACUTE_MYELOID_LEUKEMIA
KEGG_ADHERENS_JUNCTION
KEGG_ADIPOCYTOKINE_SIGNALING_PATHWAY
KEGG_ALANINE_ASPARTATE_AND_GLUTAMATE_METABOLISM
KEGG_ALDOSTERONE_REGULATED_SODIUM_REABSORPTION
KEGG_ALPHA_LINOLENIC_ACID_METABOLISM
KEGG_ALZHEIMERS_DISEASE
KEGG_AMINO_SUGAR_AND_NUCLEOTIDE_SUGAR_METABOLISM
KEGG_VIRAL_MYOCARDITIS
KEGG_CELL_ADHESION_MOLECULES_CAMS
KEGG_NATURAL_KILLER_CELL_MEDIATED_CYTOTOXICITY
KEGG_ENDOCYTOSIS
KEGG_FOLATE_BIOSYNTHESIS
KEGG_GLYCOLYSIS_GLUCONEOGENESIS
KEGG_PYRUVATE_METABOLISM
KEGG_RENAL_CELL_CARCINOMA
KEGG_RENIN_ANGIOTENSIN_SYSTEM
KEGG_BIOSYNTHESIS_OF_UNSATURATED_FATTY_ACIDS
KEGG_NICOTINATE_AND_NICOTINAMIDE_METABOLISM
KEGG_GALACTOSE_METABOLISM
KEGG_PENTOSE_PHOSPHATE_PATHWAY
KEGG_PROPANOATE_METABOLISM
KEGG_STEROID_HORMONE_BIOSYNTHESIS
KEGG_GLUTATHIONE_METABOLISM
KEGG_METABOLISM_OF_XENOBIOTICS_BY_CYTOCHROME_P450
KEGG_DRUG_METABOLISM_CYTOCHROME_P450
KEGG_VASOPRESSIN_REGULATED_WATER_REABSORPTION
KEGG_TASTE_TRANSDUCTION
KEGG_VIBRIO_CHOLERAE_INFECTION
KEGG_HEDGEHOG_SIGNALING_PATHWAY
KEGG_LONG_TERM_POTENTIATION
KEGG_PROGESTERONE_MEDIATED_OOCYTE_MATURATION
KEGG_APOPTOSIS
KEGG_DILATED_CARDIOMYOPATHY
KEGG_AXON_GUIDANCE
KEGG_VALINE_LEUCINE_AND_ISOLEUCINE_BIOSYNTHESIS
KEGG_PANTOTHENATE_AND_COA_BIOSYNTHESIS
KEGG_STEROID_BIOSYNTHESIS
KEGG_VALINE_LEUCINE_AND_ISOLEUCINE_DEGRADATION
KEGG_OXIDATIVE_PHOSPHORYLATION
KEGG_CARDIAC_MUSCLE_CONTRACTION
KEGG_OOCYTE_MEIOSIS
KEGG_CELL_CYCLE
KEGG_PARKINSONS_DISEASE
KEGG_PRIMARY_BILE_ACID_BIOSYNTHESIS
KEGG_HUNTINGTONS_DISEASE
KEGG_BASAL_CELL_CARCINOMA
KEGG_MELANOGENESIS
KEGG_WNT_SIGNALING_PATHWAY
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REACTOME_INTERFERON_SIGNALING
REACTOME_INTERFERON_ALPHA_BETA_SIGNALING
REACTOME_CYTOKINE_SIGNALING_IN_IMMUNE_SYSTEM
REACTOME_INTERFERON_GAMMA_SIGNALING
REACTOME_ANTIVIRAL_MECHANISM_BY_IFN_STIMULATED_GENES
REACTOME_OAS_ANTIVIRAL_RESPONSE
REACTOME_NEGATIVE_REGULATORS_OF_DDX58_IFIH1_SIGNALING
REACTOME_REGULATION_OF_IFNA_SIGNALING
REACTOME_MATURATION_OF_NUCLEOPROTEIN
REACTOME_DDX58_IFIH1_MEDIATED_INDUCTION_OF_INTERFERON_ALPHA_BETA
REACTOME_DEGRADATION_OF_THE_EXTRACELLULAR_MATRIX
REACTOME_ECM_PROTEOGLYCANS
REACTOME_EXTRACELLULAR_MATRIX_ORGANIZATION
REACTOME_COLLAGEN_CHAIN_TRIMERIZATION
REACTOME_ASSEMBLY_OF_COLLAGEN_FIBRILS_AND_OTHER_MULTIMERIC_STRUCTURES
REACTOME_COLLAGEN_DEGRADATION
REACTOME_COLLAGEN_BIOSYNTHESIS_AND_MODIFYING_ENZYMES
REACTOME_INTEGRIN_CELL_SURFACE_INTERACTIONS
REACTOME_COLLAGEN_FORMATION
REACTOME_SYNDECAN_INTERACTIONS
REACTOME_FCGR_ACTIVATION
REACTOME_SCAVENGING_OF_HEME_FROM_PLASMA
REACTOME_CREATION_OF_C4_AND_C2_ACTIVATORS
REACTOME_INITIAL_TRIGGERING_OF_COMPLEMENT
REACTOME_ROLE_OF_PHOSPHOLIPIDS_IN_PHAGOCYTOSIS
REACTOME_FCGR3A_MEDIATED_IL10_SYNTHESIS
REACTOME_BINDING_AND_UPTAKE_OF_LIGANDS_BY_SCAVENGER_RECEPTORS
REACTOME_COMPLEMENT_CASCADE
REACTOME_PARASITE_INFECTION
REACTOME_FCGAMMA_RECEPTOR_FCGR_DEPENDENT_PHAGOCYTOSIS
REACTOME_ENDOSOMAL_VACUOLAR_PATHWAY
REACTOME_ANTIGEN_PRESENTATION_FOLDING_ASSEMBLY_AND_PEPTIDE_LOADING_OF_CLASS_I_MHC
REACTOME_NEUTROPHIL_DEGRANULATION
REACTOME_INNATE_IMMUNE_SYSTEM
REACTOME_ANTIGEN_PROCESSING_CROSS_PRESENTATION
REACTOME_METAL_SEQUESTRATION_BY_ANTIMICROBIAL_PROTEINS
REACTOME_DAP12_INTERACTIONS
REACTOME_FORMYL_PEPTIDE_RECEPTORS_BIND_FORMYL_PEPTIDES_AND_MANY_OTHER_LIGANDS
REACTOME_GLYCOLYSIS
REACTOME_METABOLISM_OF_ANGIOTENSINOGEN_TO_ANGIOTENSINS
REACTOME_GLUCOSE_METABOLISM
REACTOME_IRON_UPTAKE_AND_TRANSPORT
REACTOME_CELLULAR_RESPONSE_TO_HYPOXIA
REACTOME_PEPTIDE_HORMONE_METABOLISM
REACTOME_RUNX3_REGULATES_IMMUNE_RESPONSE_AND_CELL_MIGRATION
REACTOME_METABOLISM_OF_STEROID_HORMONES
REACTOME_PREGNENOLONE_BIOSYNTHESIS
REACTOME_METABOLISM_OF_STEROIDS
REACTOME_METABOLIC_DISORDERS_OF_BIOLOGICAL_OXIDATION_ENZYMES
REACTOME_HDL_ASSEMBLY
REACTOME_GLUCOCORTICOID_BIOSYNTHESIS
REACTOME_ANDROGEN_BIOSYNTHESIS
REACTOME_BIOLOGICAL_OXIDATIONS
REACTOME_METABOLISM_OF_LIPIDS
REACTOME_CREB1_PHOSPHORYLATION_THROUGH_THE_ACTIVATION_OF_ADENYLATE_CYCLASE
REACTOME_PKA_MEDIATED_PHOSPHORYLATION_OF_CREB
REACTOME_COMMON_PATHWAY_OF_FIBRIN_CLOT_FORMATION
REACTOME_INTRINSIC_PATHWAY_OF_FIBRIN_CLOT_FORMATION
REACTOME_CA_DEPENDENT_EVENTS
REACTOME_MOLECULES_ASSOCIATED_WITH_ELASTIC_FIBRES
REACTOME_FORMATION_OF_FIBRIN_CLOT_CLOTTING_CASCADE_
REACTOME_O_GLYCOSYLATION_OF_TSR_DOMAIN_CONTAINING_PROTEINS
REACTOME_DAG_AND_IP3_SIGNALING
REACTOME_CHL1_INTERACTIONS
REACTOME_SEMA3A_PLEXIN_REPULSION_SIGNALING_BY_INHIBITING_INTEGRIN_ADHESION
REACTOME_DEVELOPMENTAL_BIOLOGY
REACTOME_CRMPS_IN_SEMA3A_SIGNALING
REACTOME_TERMINAL_PATHWAY_OF_COMPLEMENT
REACTOME_EICOSANOIDS
REACTOME_MISCELLANEOUS_SUBSTRATES
REACTOME_FATTY_ACIDS
REACTOME_BRANCHED_CHAIN_AMINO_ACID_CATABOLISM
REACTOME_SYNTHESIS_OF_LEUKOTRIENES_LT_AND_EOXINS_EX_
REACTOME_CHOLESTEROL_BIOSYNTHESIS
REACTOME_ARACHIDONIC_ACID_METABOLISM
REACTOME_CYTOCHROME_P450_ARRANGED_BY_SUBSTRATE_TYPE
REACTOME_ESTROGEN_DEPENDENT_GENE_EXPRESSION
REACTOME_ESR_MEDIATED_SIGNALING
REACTOME_REGULATION_OF_MRNA_STABILITY_BY_PROTEINS_THAT_BIND_AU_RICH_ELEMENTS
REACTOME_REGULATION_OF_PLK1_ACTIVITY_AT_G2_M_TRANSITION
REACTOME_SIGNALING_BY_NUCLEAR_RECEPTORS
REACTOME_RHO_GTPASES_ACTIVATE_PKNS
REACTOME_RESPIRATORY_ELECTRON_TRANSPORT
REACTOME_SCAVENGING_BY_CLASS_F_RECEPTORS
REACTOME_SYNTHESIS_OF_DOLICHYL_PHOSPHATE
REACTOME_UPTAKE_AND_FUNCTION_OF_DIPHTHERIA_TOXIN
REACTOME_WNT_LIGAND_BIOGENESIS_AND_TRAFFICKING
REACTOME_CA2_PATHWAY
REACTOME_PCP_CE_PATHWAY
REACTOME_CLASS_B_2_SECRETIN_FAMILY_RECEPTORS_
REACTOME_BETA_CATENIN_INDEPENDENT_WNT_SIGNALING
REACTOME_SIGNALING_BY_WNT
REACTOME_GPCR_LIGAND_BINDING
REACTOME_SIGNALING_BY_GPCR
REACTOME_2_LTR_CIRCLE_FORMATION
REACTOME_A_TETRASACCHARIDE_LINKER_SEQUENCE_IS_REQUIRED_FOR_GAG_SYNTHESIS
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