H I ] EEEE I I [N I]] cluster
I'H 1B B HNE I 11 FL I'm; LR B singer
B [ | IR nmf

CIEIENE 11 I NNEENmEG ¢ 1 1 EREET T ] Tsubclone

m_HLA_B

m_RSRC2

m_IGFBP5

m_IGF2

coefs cluster

600 g
m_ID3 I400 !

m_GPR20 Mo

15

m EGFR1 singler
B B cell
B chondrocytes
| hle
B Endothelial_cells
I Epithelial_cells
[ Fibroblasts
B Macrophage
m_SCX B Neutrophils
[ NK _cell
Smooth_muscle_cells
T cells
Tissue_stem_cells

nmf
m_HLA B
m_PENK m_RSRC2
m_IGFBP5
[ m_IGF2
[ m_ID3
m_GPR20
m_FGFR1
m_SCX
m_PENK
m_RGS1 [ m_RGs1
m_IER2
m_SERTAD4
B m_MAP4K4
B m_AHSA1
B m_ZNF131

subclone
m_IER2 0

!

| W

m_SERTAD4

m_MAP4K4

m_AHSA1

m_ZNF131




PDGFD
SPOCK2
PLAT
ANTXR2
TMEM176B
RAMP1

CRISPLD2
ADAM28
IFI27

<
-
§
%
@
&
@
LL
O
S

m_FGFR1 m_GPR20

scores
0.01

0.008
0.006
0.004
0.002
0

m_RGS1 m_PENK m_SCX

PPP1R15A
DUSP1
IRF1
FOS
RHOB
Clilorf96
DNAJB1
GADD45B
GEM
KLF6
CEBPD
SOCS3
CDKNI1A
PIM3
KLF2

SRSF7
SERTAD4
MYO6

m_SERTAD4

ITPRIPL2
CNNM2
TRIM22
C9orf3

ABI1
CREBRF
EIF3M
TYW3

KDM3A
ZKSCAN1
MAP4K4

m_MAP4K4

DAB2IP
PEA15

ZNF131
EPM2AIP1
CDKN1C
CMIP
GPM6B
MSL1
CRTC2

USP11
AP2A2
PBX3

m_ZNF131m_AHSA1l

STAG2
RAB3GAP1
TRAF7
OGA
RBM25



