
CXCR4

CD52

RASGRP2

MICAL1

TMC8

TBC1D10C

CCL19

JAML

ARHGAP45

MS4A1

SNX3

PDK4

METTL7A

APLP2

MT1E

MT1X

MT2A

MT1G

TMSB4X

B2M

ORM2

FTH1

IFI27

ADIRF

HLA−B

ORM1

MZB1

PTGDS

S100A6

IGLL5

TMSB10

IGHGP

IGHG4

IGKC

IGHG3

IGHG1

HP

F9

C9

FGB

SPINK1

SERPINA1

A2M

FABP1

HSD11B1

AGT

AHSG

TF

APOC3

REG3A

AD000090.1

PCK1

SDS

FTCD

IGFBP3

GPX3

CYP2A6

HAMP

ALB

CTH

PLG

AZGP1

KNG1

DCXR

GLUL

APOE

Identity

●

●

●

●

●

●

●

●

0

1

2

3

4

5

6

7

−2

−1

0

1

2

Expression



SAA1

FASN

LYZ

SAA2

REG3A

LCN2

SCD

AZGP1

CTH

AGT

MT1E

MT2A

APOE

MT1G

HSD11B1

MT1X

KNG1

ADH1B

TF

PLG

DCXR

AHSG

CYP2E1

GLUL

IGHG4

DNAJB1

IGFBP7

IGHG1

IGKC

IFI27

HLA−C

HLA−DRA

HLA−A

IL32

B2M

HLA−B

LAPTM5

IGHGP

IGHG3

CD74

TMSB4X

TAGLN

CD52

S100A6

TMSB10

PTGDS

GPX3

FGA

SERPINA1

CYP2A6

A2M

FGB

SDS

FABP1

HAMP

ALB

Identity

●

●

●

●

●

●

●

●

●

●

m_ALB

m_IGKC

m_ORM1

m_WWP2

m_LINC00844

m_MT1G

m_DENND5B

m_BMP1

m_REG3A

m_NUS1

−2

−1

0

1

2

Expression



m_ALB

m_IGKC

m_ORM1

m_WWP2

m_LINC00844

m_MT1G

m_DENND5B

m_BMP1

m_REG3A

m_NUS1

cluster
nmf

coefs

0
100
200
300
400

cluster
0
1
2
3
4
5
6
7

nmf
m_ALB
m_IGKC
m_ORM1
m_WWP2
m_LINC00844
m_MT1G
m_DENND5B
m_BMP1
m_REG3A
m_NUS1



m
_A

LB
m

_I
G

K
C

m
_O

R
M

1
m

_W
W

P
2

m
_L

IN
C

00
84

4
m

_M
T

1G
m

_D
E

N
N

D
5B

m
_B

M
P

1
m

_R
E

G
3A

m
_N

U
S

1
ALB
HAMP
SDS
FGB
FABP1
A2M
CYP2A6
FGA
HP
FGG
SPINK1
SERPINA1
ACSL4
C9
CYP3A5
AD000090.1
GPX3
F9
DEFB1
CYP4A11
CRP
FOS
ANG
UGT2B7
SERPINE1
FGL1
NNMT
DNAJB1
CP

IGKC
IGHG1
IGHG3
IGLC3
IGHGP
IGHG4
IGLC2
TMSB10
CCL21
IGFBP7
TMSB4X
CD74
TIMP1
PTGDS
CCL19
IGHM
S100A6
TAGLN
IGLL5
AEBP1
CD52
CXCR4
HLA−DRB1
LAPTM5
CYR61
LIMD2
SH3BGRL3

ORM1
CXCL9
ADIRF
IFI27
IL32
HLA−B
B2M
CXCL10
HLA−DRA
FTH1
C1QB
HLA−C
HLA−A
PLA2G2A
C1QC

WWP2
GLI4
MPHOSPH10
SAV1
BCL2L12
FRMD4A
BLZF1
BANP

LINC00844
BEX3
GSTM1
CYP2E1
GLUL
AHSG
ADH1B
PAGE4
APOC1
LINC01419
PLG
TF
HSD11B1
PLVAP
RTN4RL2
G6PC
CD36
SPARCL1
DCXR
TDGF1
AC104958.2
KNG1
AKR1C2

MT1G
MT1X
MT2A
MT1E
GCLC
NEK4
SULT4A1
AGT
FAM8A1
CLCN3
AC018647.2
SLC16A11
XPNPEP2
IRS2
SNX3
PPP1R3G
GLUD1
RBP7
SEZ6L2

DENND5B
TAB3
SEC14L2
AC020656.1
SLC23A2
SLC22A3
NME7
TIMM23B
SH3BP5L
SLC6A12
IGSF8
FADS2
TTC1
PAPPA2
FAM160A2
ZDHHC5
NRCAM
SMUG1
TGDS
ACOX2

BMP1
SULT1B1
FYB2
NR4A2
NRIP1
NKD1
NAGS
TBC1D24
HNF1A
ATN1
ANKRD9
INTS3
ZXDC
DHTKD1
UQCC1
PCK1
WDFY1
GOLIM4
ST3GAL1
ATE1
SNX33
AMPD2
ECM2
VSNL1
LRRC58
TEF
MLXIPL
EHHADH
HIP1R

REG3A
LCN2
SAA1
SAA2
REG1A
TDP2
COBLL1
ASPSCR1
KLK4
LYZ
PROX1
ARL4A
FUBP3
SPP1
ATP1B1
PIGR
IGF2R
ICK
GOPC
COL7A1

NUS1
LBX2−AS1
CPM
MYBBP1A
CEP164
DECR2
ACSL6
CLDN14
SETD7
SLC38A4
VPS51
PAOX

scores

0
0.005
0.01
0.015
0.02


