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MALAT1
COL1A1
COL1A2
CTGF
MEG3
CDHR1
VCAN
XIST

SCGB2A1
LCN2
WFDC2
MMP7
MUC5B
PIGR
LTF

SLPI
MUC1
CD24
SCGB2A2
CST1

DLK1
MT2A
ATP1B3
STAR
CMSS1
SCG2
CRISPLD2
GUK1

IGKC
IGHG3
IGHG1
IGLC2
IGHGP
IGLC3
JCHAIN
IGHG4
JUNB
IGHG2
IGHAL
Cllorf96
ZNF331
RASD1
RGS2
DDIT4
BTG2
NR4A1
ARRDC3
ADAMTS1
NR4A2
ID1
ADAMTS4
DUSP1
HES1
IGHM

TAGLN
ACTG2
MYL9
TPM2
MYH11
TMSB10
MGP
ACTA2
DES
CNN1
RBP1
SELENOM
S100A6
MYLK
FTH1
KCNMB1

ARHGEF17

KAT2A
GOLGA8B
CACNALD
RAPGEF3
INTS1
CADPS
PNISR
KLHDCB8A
CBFA2T2

C3
PTGDS
AEBP1
CiR

C7

TNXB
RARRES?2
SERPINE2
SERPINF1
Ci1s
THBS1
THBS4
SERPING1
INMT

FTL
HLA-DPAL
cD74
TYROBP
HLA-DRA
C1QA

LYz
HLA-DPB1
TPT1
C1QB
HLA-DRB1
F13A1
SELENOP

A2M
VWF
CLDN5
EGFL7
ENPP2
AQP1
TIMP3
TM4SF1
EPAS1
IGFBP3
IFI27
ESAM
RAMP2
NOTCH3
DEPP1
CLEC14A
PECAM1
MMRN2
NDUFA4L2
CD34
ADIRF
CD93
S100A4
GJA5
COL18A1
HLA-B
L33
ACKR1
PTP4A3
CDH5
ADGRF5
SLIT3
LMO2
RAMP3
JAGL
PTPRB
RGS5
GJA4
SOX18
EMP1
B2M
STOM
ECSCR
HBB
EDN1
ADGRL4
SPARCL1
TGM2
SLCO2A1
COL4A1
FOS
TGFBR2
HBA2
RBP7
PRSS23
LDB2
CXCL2
CYYR1
PLAC9
ICAM2
FAM107A
CXorf36
HIGD1B
FLT1
S1PR1
ZFP36
SRGN
DLL4
ROBO4
FBLN2
SOX17
PODXL
GNG11
HLA-E
TXNIP
EFNAL
LAMAS
TPPP3

CXCL12
CFD
OGN
APOE
MATN2
PDK4
CITED2
COL3A1
NFASC
GPX3
DCN
PLAT
ITM2B
FRZB
AHNAK
APOD
FHL1
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WISP2
ADH1B
SFRP1
NTRK2
UACA
IGF1
NID1
NFIA
FABP4
DUSP6

ELN
SMOC2
LTBP4

QSOX1
PCDH18

scores
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